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            51313|Mus_musculus -------------------------------------------------------MTENSTSAPAA--KPKRAKASKKST------------------------------DHPKYSDMIVAAIQAEKNRAGSSRQSIQKYIKSHYKVG------ENANSQIKLSIKRLVTTGVLKQTKGVGASG------------------------SFRLAKGDEPKRSVAFK----KTKKE------------------VKKVATPKKAAKPKKAA--------S-KAPSKKPKATP--VKKA------------------------------------------KKKPAATPKKAKKPKVVKVKPVKASK------------------PKKAKTVKP----------------KAKSSAKRGSKKK------------------------------------------------------------------   194
         31560697|Mus_musculus -------------------------------------------------------MTENSTSAPAA--KPKRAKASKKST------------------------------DHPKYSDMIVAAIQAEKNRAGSSRQSIQKYIKSHYKVG------ENADSQIKLSIKRLVTTGVLKQTKGVGASG------------------------SFRLAKGDEPKRSVAFK----KTKKE------------------VKKVATPKKAAKPKKAA--------S-KAPSKKPKATP--VKKA------------------------------------------KKKPAATPKKAKKPKVVKVKPVKASK------------------PKKAKTVKP----------------KAKSSAKRASKKK------------------------------------------------------------------   194
     6981004|Rattus_norvegicus -------------------------------------------------------MTENSTSTPAA--KPKRAKAAKKST------------------------------DHPKYSDMIVAAIQAEKNRAGSSRQSIQKYIKSHYKVG------ENADSQIKLSIKRLVTTGVLKQTKGVGASG------------------------SFRLAKGDEPKRSVAFK----KTKKE------------------VKKVATPKKAAKPKKAA--------S-KAPSKKPKATP--VKKA------------------------------------------KKKPAATPKKAKKPKIVKVKPVKASK------------------PKKAKPVKP----------------KAKSSAKRASKKK------------------------------------------------------------------   194
      631842|Rattus_norvegicus --------------------------------------------------------------------------AAKKST------------------------------DHPKYSDMIVAAIQAEKNRAGSSRQSIQKYIKSHYKVG------ENADSQIKLSIKRLVTTGVLKQTKGVGASG------------------------SFRLAKGDEPKRSVAFK----KTKKE------------------VKKVATPKKAAKPKKAA--------S-KAPSKKPKATP--VKKA------------------------------------------KKKPAATPKKAKKPKIVKVKPVKASK------------------PKKAKPVKP----------------KAKSSAKRASKKK------------------------------------------------------------------   177
      288640|Rattus_norvegicus ---------------------------------------------------------------------------------------------------------------------MIVAAIQAEKNRAGSSRQSIQKYIKSHYKVG------ENADSQIKLSIKRLVTTGVLKQTKGVGASG------------------------SFRLAKGDEPKRSVAFK----KTKKE------------------VKKVATPKKAAKPKKAA--------S-KAPSKKPKATP--VKKA------------------------------------------KKKPAATPKKAKKPKIVKVKPVKASK------------------PKKAKPVKP----------------KAKSSAKRASKKK------------------------------------------------------------------   164
          4885371|Homo_sapiens -------------------------------------------------------MTENSTSAPAA--KPKRAKASKKST------------------------------DHPKYSDMIVAAIQAEKNRAGSSRQSIQKYIKSHYKVG------ENADSQIKLSIKRLVTTGVLKQTKGVGASG------------------------SFRLAKSDEPKKSVAFK----KTKKE------------------IKKVATPKKASKPKKAA--------S-KAPTKKPKATP--VKKA------------------------------------------KKKLAATPKKAKKPKTVKAKPVKASK------------------PKKAKPVKP----------------KAKSSAKRAGKKK------------------------------------------------------------------   194
         20810071|Homo_sapiens -------------------------------------------------------MTENSTSAPAA--KPKRAKASKKST------------------------------DHPKYSDMIVAAIQAEKNRAGSSRQSIQKYIKSHYKVG------ENAHSQIKLSIKRLVTTGVLKQTKGVGASG------------------------SFRLAKSDEPKKSVAFK----KTKKE------------------IKKVATPKKASKPKKAA--------S-KAPTKKPKATP--VKKA------------------------------------------KKKLAATPKKAKKPKTVKAKPVKASK------------------PKKAKPVKP----------------KAKSSAKRAGKKK------------------------------------------------------------------   194
         26354855|Mus_musculus -------------------------------------------------------MTENSTSAPAA--KPKRAKASKKST------------------------------DHPKYSDMIVAAIQAEKNRAGSSRQSIQKYIKSHYKVG------ENADSQIKLSIKRLVTTGVLKQTKGVGASG------------------------SFRLAKGDEPKRSVAFK----KTKKE------------------VKKVATPKKAAKPKKAA--------S-KAPSKKPQSHP--CQEG------------------------------------------QEEAGCHAQESQK--------AQGCQ------------------SQTSQGLQT----------------QARPKP-------------------------------------------------------------------------   179
         122109|Xenopus_laevis -------------------------------------------------------MTEN--SAPAA--KPRRSKASKKST------------------------------DHPKYSDMILDAVQAKKSRSGSSRQSIQKYIKNNYTVG------ENADSQIKLSIKRLVTSGTLKQTKGVGASG------------------------SFRLAKADEVKK--PAK----KPKKE------------------IKKAVSPKKAAKPKKAA--------KSPAKAKKPKVAEKKVKKAP-----------------------------------------KKKPAPSPRKAKKTKTVRAKPVWASK------------------AKKAKPSKP----------------KAKASPKKSGRKK------------------------------------------------------------------   194
       49257363|Xenopus_laevis -------------------------------------------------------MTEN--SAPAA--KPRRSKASKKST------------------------------DHPKYSDMILDAVQAEKSRSGSSRQSIQKYIKNNYTVG------ENADSQIKLSIKRLVTSGTLKQTKGVGASG------------------------SFRLAKADEVKK--PAK----KPKKE------------------IKKAVSPKKAAKPKKAA--------KSPAKAKKPKVAEKKVKKAP-----------------------------------------KKKPAPSPRKAKKTKTVRAKPVWASK------------------AKKAKPSKP----------------KAKASPKKSGRKK------------------------------------------------------------------   194
       32484301|Xenopus_laevis -----------------------------------------------------------------------------KST------------------------------DHPKYSDMILDAVQAEKSRSGSSRQSIQKYIKNNYTVG------ENADSQIKLSIKRLVTSGTLKQTKGVGASG------------------------SFRLAKADEVKK--PAK----KPKKE------------------IKKAVSPKKAAKPKKAA--------KSPAKAKKPKVAEKKVKKAP-----------------------------------------KKKPAPSPRKAKKTKTVRAKPVWASK------------------AKKAKPSKP----------------KAKASPKKSGRKK------------------------------------------------------------------   176
          85789|Xenopus_laevis -------------------------------------------------------MTENSAAAPAA--KPRRSKASKKST------------------------------DHPKYSDMILDAVQAKKSRSGSSRQSIQKYIKNNYTVG------ENADSQIKLSIKRLVTSGTLKQTKGVGASG------------------------SFRLAKADEVKK--PAK----KPKKE------------------IKKAVSPKKAAKPKKAA--------KSPAKAKKPKVAEKKVKKAP-----------------------------------------KKKPAPSPRKAKKTKTVRAKPVRASK------------------AKKAKPSKP----------------KAKASPKKSGRKK------------------------------------------------------------------   196
        1403585|Xenopus_laevis -------------------------------------------------------MAENSAATPAA--KPKRSKALKKST------------------------------DHPKYSDMILAAVQAEKSRSGSSRQSIQKYIKNHYKVG------ENADSQIKLSIKRLVTSGALKQTKGVGASG------------------------SFRLAKADEGKK--PAK----KPKKE------------------IKKAVSPKKVAKPKKAA--------KSPAKAKKPKVAEKKVKKVA-----------------------------------------KKKPAPSPKKAKKTKTVKAKPVRASK------------------VKKAKPSKP----------------KAKASPKKSGRKK------------------------------------------------------------------   196
       32450475|Xenopus_laevis -------------------------------------------------------MAENSAATPAA--KPKRSKALKKST------------------------------DHPKYSDMILAAVQAEKSRSGSSRQSIQKYIKNHYKVG------ENADSQIKLSIKRLVTSGALKQTKGVGASG------------------------SFRLAKADEGKK--PAK----KKKKK------------------KKK---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   114
   45708818|Xenopus_tropicalis -------------------------------------------------------MTENSAAAPAG--KPKRSKASKKAT------------------------------DHPKYSDMILAAVQAEKSRSGSSRQSIQKYIKNHYKVG------ENADSQIKLSIKRLVTSGTLKQTKGVGASG------------------------SFRLAKADEGKK--PAK----KPKKE------------------IKKAASPKKAAKPKKAA--------KSPAKAKKPKVAEKKVKKPA-----------------------------------------KKKPAPSPKKAKKTKTVKAKPVRASR------------------VKKAKPSKP----------------KAKASPKKSGRKK------------------------------------------------------------------   196
        62727|Cairina_moschata -------------------------------------------------------MTDSPIPAPAPAAKPKRAKAPRKPA------------------------------SHPSYSEMIVAAIRAEKSRGGSSRQSIQKYVKSHYKVG------QHADLQIKLSIRRLLAAGVLKQTKGVGASG------------------------SYRLAKGDKAKKSPAGRK---KKKKA------------------ARRSTSPRKAARPRKAR--------S---PAKKPKAAA---RKA------------------------------------------RKKSRASPKKAKKPKTVKAKSLKTSK------------------VKKAKRSKP----------------RAKSGARKSPKKK------------------------------------------------------------------   194
            122110|Anser_anser --------------------------------------------------------TDSPIPAPAPAAKPKRARAPRKPA------------------------------SHPTYSEMIAAAIRADKSRGGSSRQSIQKYVKSHYKVG------QHADLQIKLAIRRLLTTGVLKQTKGVGASG------------------------SFRLAKGDKAKRSPAGRK---KKKKA------------------ARKSTSPKKAARPRKAR--------S---PAKKPKAAA---RKA------------------------------------------RKKSRASPKKAKKPKTVKAKSLKTSK------------------PKKARRSKP----------------RAKSGARKSPKKK------------------------------------------------------------------   193
           63470|Gallus_gallus -------------------------------------------------------MTESLVLSPAP-AKPKRVKASRRSA------------------------------SHPTYSEMIAAAIRAEKSRGGSSRQSIQKYIKSHYKVG------HNADLQIKLSIRRLLAAGVLKQTKGVGASG------------------------SFRLAKSDKAKRSPG------KKKKA------------------VRRSTSPKKAARPRKAR--------S---PAKKPKATA---RKA------------------------------------------RKKSRASPKKAKKPKTVKAKSRKASK------------------AKKVKRSKP----------------RAKSGARKSPKKK------------------------------------------------------------------   190
           70678|Gallus_gallus --------------------------------------------------------TESLVLSPAP-AKPKRVKASRRSA------------------------------SHPTYSEMIAAAIRAEKSRGGSSRQSIQKYIKSHYKVG------HNADLQIKLSIRRLLAAGVLKQTKGVGASG------------------------SFRLAKSDKAKRSPG------KKKKA------------------VRRSTSPKKAARPRKAR--------S---PAKKPKATA---RKA------------------------------------------RKKSRASPKKAKKPKTVKAKSRKASK------------------AKKVKRSKP----------------RAKSGARKSPKKK------------------------------------------------------------------   189
          41054677|Danio_rerio -------------------------------------------------------MAETAATPSS---KPKRAKSSKKGT------------------------------SHPKYSEMIKAAIAADRSRGGASRQSIQKYVKHHYKVG------DNADSQIKLALKRLVAGGDLRHTKGIGASG------------------------SFKLAKAEDIKKPEKPKPAAAKARKP------------------VKAAAKPKKAPKPKKVT--------KSPAKTKKA--AEKKVKKAAE----------------------------------------KKKSPVKAKKVVK-KAKVAKPAKASK------------------AKKVKTAKP----------------KPKTAARKTGKKK------------------------------------------------------------------   199
  27357021|Oncorhynchus_mykiss ----------------------------------------------------------------------------------------------------------------------------------------------SHYKVG------DNADSQIKLSLKRMVSEGVLRHTKGIGASG------------------------SFKLAKAEDTKKAPKVKTVVKAKKSP------------------VK-AAKPKKVAKPKKVA--------KSPLKAKKAKVAVKKVKKSP------------------------------------------KKAAPKPKKVAK-KTKVAKPAKATK------------------PKKAKAAKP----------------KPKAAAKKAAKKK------------------------------------------------------------------   144
47225989|Tetraodon_nigroviridi -------------------------------------------------------MAETSAAPAKA----KKSSKPKKPA------------------------------SHPKYSEMIKAAIVHDANRNGASRQSIQKYVKKNYKVG------DNVDVQIKLALKRLVESGMLRQTKGIGASG------------------------SFKLTKPEEAPKPKKAAP--ASKPKK------------------AAKPPKPKKAAKSKRTK--------T---PEKPKKPAPKKVKKAP-----------------------------------------KKASPAKAKKAPPKKSKPVK-SKAKP------------------AKKAAKPKA----------------KPAKKATKTAKKK------------------------------------------------------------------   194
      42552311|Gibberella_zeae -------------------------------------------------------MPPK----------AAAAPKKASG--------------------------------HASYQDMITDAIVNLKDRKGSSRQSLKKYVKANNAL---NVTDNMFDSLFNKALKAGVDKGVFEQPK--GPSG------------------------GTKLAKKQPEPKKAAAPKKVAEKKDS------------------AEKPAAKKPAAKKAAAP--------KKAATEKKAAAPKKAAAEKKTAEKKTAEKAEKTEKAEK---------------------AAPAKKATTEKKAAAPKKATAPKKTAEKAEKAEKA-----ETALTKTKAGRVTK---------------TTKAAPAKKAAAPKKAAP----KKAAAAAAKA-------------------------------------------------   240
    32413338|Neurospora_crassa -------------------------------------------------------MPPKKTETKAADASAAAAPAPAAAPTSAPKTKSP--------------------STHASYLDMITDAIVALKDRAGSSRQALKKYVRANNTLG--NVTDNMFDSLFNKALKNGVDKGVFEQPK--GPSG------------------------GTKLAKKVAKP----APKKAAPKKET------------------KEK---KPAAAKKEGAA--------KKETKEKKAPAAKKAAAPKK---------------------------------------AAAPKKEVKEKKAAAPKKKAAAPAVADK------------ETVLTKTKSGRVAKS--------------TAKPAAAKKAAAPKKAAASKKAEKAEPAAEKA-------------------------------------------------   236
 40744017|Aspergillus_nidulans -------------------------------------------------------MPPKK--------APTTAKKAASGP------------------------------THTSYRDMIKDAILNLKERNGSSRQSIKKYVLANNKLA--PASQNAFDSQFNKAIKAGVEKGDFIQPK--GTSG------------------------PVKLAKKQAPAKP--APKKPATTTKT------------------AAP---KKTATKKADKA--------EKAEKPK---TKKTNAGVKK---------------------------------------PAGRPKANTAK---PRKASTAAPAVVDK------------PKVVSVTKSGRKTTT--------------TAKPT----EKATKKTAKN---KKA--------------------------------------------------------   200
   6967152|Emericella_nidulans -------------------------------------------------------MPPKK--------APTTAKKAASGP------------------------------THTSYRDMIKDAILNLKERNGSSRQSIKKYVLANNKLA--PASQNAFDSQFNKAIKAGVEKGDFIQPK--GTSG------------------------PVKLAKKQAPAKP--APKKPATTTKT------------------AAP---KKTATKKADKA--------EKAEKPK---TKKTNAGVKK---------------------------------------PAGRPKANTAK---PRKASTAAPAVVDK------------PKVVSVTKSGRKTTT--------------TAKPT----EKATKKTAKN---KKA--------------------------------------------------------   200
    6539754|Ascobolus_immersus -------------------------------------------------------MAAATASAAATPAKKAAPKKPAAAP------------------------------EHPSYKEMLTKAITELKERNGSSRQAIKKFIQSNFKV------KDNFDVQFNQALRRGVEKGEFVQPK--GPSG------------------------TVKLAKKEKAAA---APKKPAAKKAA------------------APK---KDAAPKKAAAP--------KKAAAPKSAAAKKKLLDAKK----------------------------------------AAAKKPAAKK-AAAPKKVAAPVEKPAP-------------VKTTTTKSGRVTKAST------------TSKPAPKKKAAAPKKAATP---AKSS-------------------------------------------------------   213
                     44981536| -------------------------------------------------------MGPKATSGTRGRGKKVGTKTAAPLP---------------------------------KYKDLIVEAVVSLAERGGSSRQAIKKFIRDKYAVG------AKFDGQFNLAVKRGLEAGELAQPK--GPAG------------------------SIKLLKKAAQPKP--EEAKRAAKPAK------------------RVVKAAKPAKAKPAKAA--------KAAKPAKPVKAAKAASAVKP----------------------------------------AARKLAKPVVKKVGSKKVATKNAVVGK------------KSVVSSAASKKLLAKKA------------VPKKTAGRKPLVGKKVVAVSRKPAAKKLAKSA-------------------------------------------------   225
45185781|Eremothecium_gossypii -------------------------------------------------------MGPKATSGTRGRGKKVGTKTAAPLP---------------------------------KYKDLIVEAVVSLAERGGSSRQAIKKFIRDKYAVG------AKFDGQFNLAVKRGLEAGELAQPK--GPAG------------------------SIKLLKKAAQPKP--EEAKRAAKPAK------------------RVVKAAKPAKAKPAKAA--------KAAKPAKPVKAAKAASAVKP----------------------------------------AARKLAKPVVKKVGSKKVATKNAVVGK------------KSVVSSAASKKLLAKKA------------VPKKTAGRKPLVGKKVVAVSRKPAAKKLAKSA-------------------------------------------------   225
        2842455|Mytilus_edulis ---------------------------------------------------------------MADATAAPAVAPAKSPKKK-------------------AAAKPKKPSAHPKYSEMIGKAIAALKERGGSSRQAILKYIMANFNVG--KDAKSVNAHLKLALRA-GVKNNSLKQSKGTGASG------------------------SFRIGEAKVV------------KKKP------------------AKAKKAAK------------------PKAAKPKKAKSTPKK-------------------------KKP-----------------AAKKPAGEKKAAKPKAKKPAAKK-----------------AAKPKKPAAKSPAK-------------KKAAKPKAKKTPKKK------------------------------------------------------------------   191
22531327|Mytilus_galloprovinci ---------------------------------------------------------------MADATAAPAVAPAKSPKKK-------------------AAAKPKKPSAHPKYSEMIGKAIAALKERGGSSRQAILKYIMANFNVG--KDAKSVNAHLKLALRA-GVKNNSLKQSKGTGASG------------------------SFRIGEAKVV------------KKKP------------------AKAKKAAK------------------PKAAKPKKAKSTPKK-------------------------KKP-----------------AAKKPAGEKKAAKPKAKKPAAKK-----------------AAKPKKPAAKSPAK-------------KKAAKPKAKKTPKKK------------------------------------------------------------------   191
        2842459|Mytilus_edulis ---------------------------------------------------------------MADATAAPAVAPAKSPKKK-------------------AAAKPKKPSAHPKYSEMIGKAIAALKERGGSSRQAILKYIMANFNVG--KDAKSVNAHLKLALRA-GVKNNSLKQSKGTGASG------------------------SFRIGEAKVV------------KKKP------------------AKAKKAAK------------------PKAAKPKKAKSTPKR-------------------------KKP-----------------AAKKPAGEKKAAKPKAKKPAAKK-----------------AAKPKKPAAKSPAK-------------KKAAKPKAKKTPKKK------------------------------------------------------------------   191
        2842447|Mytilus_edulis ---------------------------------------------------------------MADATAAPAVAPAKSPKKK-------------------AAAKPKKPSAHPKYSEMIGKAIAALKERGGSSRQAILKYIMANFNVG--KDAKSVNAHLKLALRA-GVKNNSLKQSKGTGASG------------------------SFRIGEAKVV------------KKKP------------------AKAKKAAK------------------PKAAKPKKAKSTPKK-------------------------KKP-----------------AAKKPAGEKKAAKPKAKKTAAKK-----------------AAKPKKPAAKSPAK-------------KKAAKPKAKKTPKKK------------------------------------------------------------------   191
        2842451|Mytilus_edulis ---------------------------------------------------------------MADATAAPAVAPAKSPKKK-------------------AAAKPKKPSAHPKYSEMIGKAIAALKERGGSSRQAILKYIMANFNVG--KDAKSVNAHLKLALRA-GVKNNSLKQSKGTGASG------------------------SFRIGEANVV------------KKKP------------------AKAKKAAK------------------PKAAKPKKAKSTPKK-------------------------KKP-----------------AAKKPAGEKKAAKPKAKKPAAKK-----------------AAKPKKPAAKSPAK-------------KKAAKPKAKKTPKKK------------------------------------------------------------------   191
    22531329|Mytilus_trossulus ---------------------------------------------------------------MADATAAPAVAPAKSPKKK-------------------AAARPKKPSAHPKYSEMIGKAIAALKERGGSSRQAILKYIMANFNVG--KDAKSVNAHLKLALRA-GVKNNSLKQSKGTGASG------------------------SFRIGEAKVV------------KKKP------------------AKAKKAAK------------------PKAAKPKKAKTTPKK-------------------------KKP-----------------AAKKPAGEKKAAKPKAKKPAAKK-----------------AAKPKKPAAKSPAK-------------KKAAKPKAKKTPKKK------------------------------------------------------------------   191
        2842461|Mytilus_edulis ---------------------------------------------------------------MADATAAPAVAPAKSPKKK-------------------AAAKPKKPSAHPKYSEMIGKAIAALKERGGSSRQAILKYIMANFNVG--KDAKSVNAHLKLALRA-GVKKNSLKQSKGTGASG------------------------SFRIGEAKVV------------KKKP------------------AKAKKAAK------------------PKAAKPKKAKSTPKK-------------------------KKP-----------------AAKKPAGEKKAAKPKAKKPAAKK-----------------AAKPKKPAAKSPAK-------------KKAAKPKAKKTPKKK------------------------------------------------------------------   191
    22531323|Mytilus_chilensis ---------------------------------------------------------------MADAIAAPAPAPAKSPKKK-------------------AAAKPKKPSAHPKYSEMIGKAIAALKERGGSSRQAILKYIMANFNVG--KDAKSVNAHLKLALRA-GVKNNSLKQSKGTGASG------------------------SFRIGEAKQA------------KKKP------------------AKAKKAAK------------------PKAAKPKKAKSTPKK-------------------------KK------------------AAKKPAGEKKAAKPKAKKPAAKK-----------------AAKPKK-AARSPAK-------------KKAAKPKAKKTPKKK------------------------------------------------------------------   189
22531321|Mytilus_californianus ---------------------------------------------------------------MADAKAAPAAAPANSPKKK-------------------AAAKPKKPSAHPKYSEMIGKAIAALKERGGSSRQAILKYIMANFNVG--KDAKSVNAHLKLALRA-GVKNNSLKQSKGTGASG------------------------SFRIGEAKQA------------KKKP------------------AKAKKAAK------------------PKAAKPKKAKSAPEK-------------------------KK------------------AAKEPAGEKKAAKPKAKKPAAKK-----------------GAKAKKAAPRSPAK-------------KKAAKPKAKKTPKKK------------------------------------------------------------------   190
33114058|Mytilus_galloprovinci ---------------------------------------------------------------MSDAPAPVVKTPAKSPKKK-------------------AAAKPKKVATHPKYSEMVGKAISALKERGGSSRQAILKYILANFSVG--SDAKTVNTHLKLALKS-GVKSNSLKQSKGTGASG------------------------SFKIGEVAKP------------AKKP--------------------AKKVVK------------------PKAAKPKKAKTPTKKTA----------------------AKKP-----------------AAKKPAGEKKAAKPKAKKPAAKKPA------------AKPAAKSAKKATKSPKKT------------KAAAKPKKAKTPKKK------------------------------------------------------------------   198
29841477|Schistosoma_japonicum ------------------------------------------------------------MTVSAISGGAIAAAPLSGGTKK-------------------STKSKKTPSAHPPYGDMIKKALKELKERGGSSRQAIAKYIKANYKVD--DRAE---SHLRRALVT-GVKSGKIVHTKGIGASG------------------------SFKLADKTVT------------PKKT------------------VRPKTAKP------------------KSSPKKKAATKKPKTAK----------------------PKSV-----------------SSSNPTKPTAAAKPKPTKPKAAK-----------------PKKAKTPHKPKTVKP------------KKPVAKKTPKKVAKK------------------------------------------------------------------   195
   1314714|Schistosoma_mansoni ------------------------------------------------------------------------------------------------------------------SGDMIKKALKELKERGGSSRQAIAKYIKTNYKVD--DRAE---SHLRRALVT-GVKSGKLVHTKGIGASG------------------------SFKLADKSVT------------PKKV------------------ARPKTSKP------------------KTTP-KKVSTKKPKVVK----------------------PKST-----------------T---------------------------------------------------------------------------------------------------------------------------------------------------   107
47551095|Strongylocentrotus_pu ------------------------------------------------------------MADTDAAPAAPAPSTPKKAAKK-------------------KASKPKTPASHPKYSDMIASALESLKEKKGSSRQAILKYVKANFTVG--DNAN---VHIKQALKR-GVTSGQLRHVKGSGASG------------------------SFLLAEKTKT------------PKKA------------------A-AKKATP------------------KKKP-AAKKTKKPAAKK----------------------ATKK-----------------PAKKP-----AAKKKVAKPAAKK-----------------AAKP----VAKKATP------------KKKVVKKAAKGKGKKK-----------------------------------------------------------------   185
  27530981|Drosophila_simulans -------------------------------------------------------MSDSAVATPASPVAATPATVEKKVVQKKASGSAG-----------TKAKKATATPSHPPTQQMVDASIKNLKERGGSSLLAIKKYITATYKCD--AQKLAP--FIKKYLKS-AVVNGKLIQTKGKGASG------------------------SFKLSASAKKDK----DPKAKSKVLS------------------AEKKFQTKKVASKK-----------IGVSSKKTAAGAADKKPK----------------------AKKG-----------------VATKKTAENKKTEKAKAKDAKKTG----------------IVKS-KNAATKAKVT--ASKPKAVVAKAPKAKPAVSARPKKTVKKASVS-ATAKKPKAKTTAAKK-------------------------------------------   256
38564169|Drosophila_mauritiana -------------------------------------------------------MSDSAVATSASPVAATPATVEKKVVQKKASGSAG-----------TKAKKATATPSHPPTQQMVDASIKNLKERGGSSLLAIKKYITATYKCD--AQKLAP--FIKKYLKS-AVVNGKLIQTKGKGASG------------------------SFKLSASAKKDK----DPKAKSKVLS------------------AEKKVQSKKVASKK-----------IGVSSKKTAAGAADKKPK----------------------AKKG-----------------VATKKTAENKKTEKAKAKDAKKTG----------------IVKS-KNAATKAKVT--ASKPKAVVAKAPKAKPAVSARPKKTVKKASVS-ATAKKPKAKTTAAKK-------------------------------------------   256
 38564174|Drosophila_sechellia -------------------------------------------------------MSDSAVATSASPVVATPATVEKKVVQKKASGSG-------------KAKKATATPSHPPTQQMVDASIKNLKERGGSSLLAIKKYITATYKCD--AKKLAP--FIKKYLKS-AVVNGKLIQTKGKGASG------------------------SFKLSASAKKDK----DPKAKSKVLS------------------AEKKVQSKKVASKK-----------IGVSSKKTASGAADTKPK----------------------AKKG-----------------VATKKTAENKKTEKAKAKDAKKTG----------------IVKS-KNAATKAKVT--ASKPKAVVAKAPKAKPAVSARPKKTVKKASVS-ATAKKPKAKTTAAKK-------------------------------------------   254
 38564184|Drosophila_sechellia -------------------------------------------------------MSDSAVATSASPVVATPATVEKKVVQKKASGSG-------------KAKKATATPSHPPTQQMVDASIKNLKERGGSSLLAIKKYITATHKCD--AKKLAP--FIKKYLKS-AVVNGKLIQTKGKGASG------------------------SFKLSASAKKDK----DPKAKSKVLS------------------AEKKVQSKKVASKK-----------IGVSSKKTASGAADTKPK----------------------AKKG-----------------VATKKTAENKKTEKAKAKDAKKTG----------------IVKS-KNAATKAKVT--ASKPKAVVAKAPKAKPAVSARPKKTVKKASVS-ATAKKPKAKTTAAKK-------------------------------------------   254
 38564179|Drosophila_sechellia -------------------------------------------------------MSDSAVATSASPVVATPATVEKKVVQKKASGSG-------------KAKKATATPSHPPTQQMVDASIKNLKERGGSSLLAIKKYITATYKCD--AKKLAP--FIKKYLKS-AVVNGKLIQTKGKGASG------------------------SFKLSASAKKDK----DLKAKSKVLS------------------AEKKVQSKKVASKK-----------IGVSSKKTASGAADTKPK----------------------AKKG-----------------VATKKTAENKKTEKAKAKDAKKTG----------------IVKS-KNAATKAKVT--ASKPKAVVAKAPKAKPAVSARPKKTVKKASVS-ATAKKPKAKTTAAKK-------------------------------------------   254
24585669|Drosophila_melanogast -------------------------------------------------------MSDSAVATSASPVAAPPATVEKKVVQKKASGSAG-----------TKAKKASATPSHPPTQQMVDASIKNLKERGGSSLLAIKKYITATYKCD--AQKLAP--FIKKYLKS-AVVNGKLIQTKGKGASG------------------------SFKLSASAKKEK----DPKAKSKVLS------------------AEKKVQSKKVASKK-----------IGVSSKKTAVGAADKKPK----------------------AKKA-----------------VATKKTAENKKTEKAKAKDAKKTG----------------IIKS-KPAATKAKVT--AAKPKAVVAKASKAKPAVSAKPKKTVKKASVS-ATAKKPKAKTTAAKK-------------------------------------------   256
    27530991|Drosophila_yakuba -------------------------------------------------------MSDSAVATSASPVAAPSATVEKKVAQKKASGSAG-----------TKAKKANAAPSHPPTQQMVDASLKNLKERGGSSLLAIKKYITATYKCD--AQKLAP--FIKKYLKS-AVVNGKLIQTKGKGASG------------------------SFKLSASAKKDKDK--DPKAKSRVLS------------------AEKKVESKKVASKK-----------TGASSKKTAAGAADKKPN----------------------AKKA-----------------VATKKTAEKKKTEKPKAKDAKKTG----------------IVKS-KPAATKTKATATAAKSKATAAKAPKAKPAASAKPKKTAKKAAVS-ATAKKPKAKTTAAKK-------------------------------------------   260
    38564154|Drosophila_yakuba -------------------------------------------------------MSDSAVATSASPVAAPSATVEKKVAQKKASGSAG-----------TKAKKANAAPSHPPTQQMVDASIKNLKERGGSSLLAIKKYITATYKCD--AQKLAP--FIKKYLKS-AVVNGKLIQTKGKGASG------------------------SFKLSASAKKDK----DPKAKSRVLS------------------AEKKVESKKVASKK-----------TGASSKKTAAGAADKKPK----------------------AKKA-----------------VATKKTAEKKKTEKAKAKDAKKTG----------------IVKS-KPAATKAKATATAAKSKATAAKAPKAKPAASTKPKKTAKTAAVS-ATAKKPKAKTTAAKK-------------------------------------------   258
 38564159|Drosophila_teissieri -------------------------------------------------------MSDSAVATSASPVAAPSATVEKKVAQKKASGSTG-----------TKAKKATATPSHPPTQQMVDASIKNLKERGGSSLLAIKKYITATYKCD--AQKLAP--FIKKYLKS-AVVNGKLIQTKGKGASG------------------------SFKLSASAKKDK----DPKAKSRVLS------------------AEKKVESKKVASKK-----------TGASSKKTAAGAADKKPK----------------------VKKA-----------------VATKKTAEKKKTEKAKAKDAKKTG----------------IVKS-KPAATKAKAT--AAKSKAAAAKAPKAKPAASAKPKKTAKKAAVS-ATAKKPKAKTTAAKK-------------------------------------------   256
    27530986|Drosophila_erecta -------------------------------------------------------MSDSAVATSASPVAATPASVEKKVAPKKAS-TSA-----------TKAKKATATPSHPPTQQMVDASIKNLKERGGSSLLAIKKYITATYKCD--AQKLAP--FIKKYLKS-AVVNGKLIQTKGKGASG------------------------SFKLSASAKKDK----DPKAKLKVLS------------------VEKKVQSKKVTSKK-----------TGASAKKTAAGAADKKPK----------------------AKKA-----------------VATKKTAEKKKTEKAKAKDDKKTG----------------IVKS-KPAATKAKAT--AAKSKAAAAKSPKAKPAASAKPKKTAKKAAIS-ATAKKPKAKTTAAKK-------------------------------------------   255
     38564164|Drosophila_orena -------------------------------------------------------MSDSAVATSASPVAAPPASVEKKVAQKKASGSAA-----------TKPKKATATPPHPPTQQMVDASIKNLKERGGSSLLAIKKYITATYKCD--AQKLAP--FIKKYLKS-AVVNGKLIQTKGKGASG------------------------SFKLSASAKNYK----DPKAKSKVLS------------------AEKKVQIKKVASKK-----------TGASSKKTAAGAADKKPK----------------------AKKA-----------------VATKKTAEKKKTEKAKAKDAKKIG----------------IVKS-KLAATKAKAT--AANLKATAAKAPKAKPAASAKPKKTAKKAAIS-ATAKKPKAKSTAAKK-------------------------------------------   256
30314661|Drosophila_triauraria -------------------------------------------------------------------------------------------------------------------QQMVDASIKNLKERGGSSLLAIKKYITATYKCD--AQKLAP--FIKKYLKS-AVVNGKLIQTKGKGASG------------------------SFKLSASAKKEP--------KPKVAA------------------AEKKVKSKKVVTKK-----------AGATAKKTACCI-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   108
    2495137|Drosophila_virilis -------------------------------------------------------MSDSAVATSASPVIAQAASGEKKVSTKKGSSTPE-----------SK-KSTAAPPSHPPTQQMVDASIKNLKERGGSSLLAIKKYIGATYKCD--AQKLAP--FIKKYLKN-AVANGNVIQTKGKGASG------------------------SFKLSASANKDA----KPKASAVEKK------------------TKKVNASAARATKSK----------SSTSTTKKAAGAADKK------------------------LSKS-----------------AAAKKNVEKKKADKEKAKDAKKTG----------------TIKA-KPTTAKAKSS--ATKP-----KTPKPK-TTSAKPKKVVSATTPKKTAVKKPKAKTASATKK------------------------------------------   250
   11386769|Drosophila_virilis -------------------------------------------------------MSDSAVATSASPVIVQAASGEKKVSTKKAAATPK-----------SK-KSTAAPPSHPPTQQMVDASIKNLKERGGSSLLAIKKYIGATYKCD--AQKLAP--FIKKYLKN-AVANGKLIQTKGKGASG------------------------SFKLSRSAKKDA----KPKASAVEKK------------------TKKVNASAAAATKRS----------SSTSTTKKAAGAADKK------------------------LSKS-----------------AAAKKNVEKKKADKEKAKDAKKTG----------------TIKA-KLTTAKAKSS--ATKP-----KTPKPK-TTSAKPKKVVSATTPKKTAVKKPKAKTASATKK------------------------------------------   250
   11386768|Drosophila_virilis -------------------------------------------------------MSDSAVATSASPVIAQAASGEKKVSTKKAAATPK-----------SK-KSTAAPPSHPPTQQMVDASIKNLKERGGSSLLAIKKYIGATYKCD--AQKLAP--FIKKYLKN-AVANGKLIQTKGKGASG------------------------SFKLSRSAKKDP----KPKASAVEKK------------------TKKVNASAARATKKK----------SSTSTTKKAAGAADKK------------------------LSKS-----------------APTKKSVEKKRADKAKAKDAKKTG----------------TIKA-KPTTAKAKSS--ATKP-----KTPKPK-TKSAKPKKVVSATTPKKTAVKKPKAKTASATKK------------------------------------------   250
         7432|Drosophila_hydei -------------------------------------------------------MSDSVVAVSASPVTPQTASAEKKVAAKKPASASA-----------SKAKKTTAPPTHPPTQQMVDASIQNLKERGGSSLLAIKKYISATYKCD--AQKLAP--FIKKYLKN-SVANGKLIQTKGKGASG------------------------SFKLSASSKKEP----KPKVSSVEKK------------------SKKVTSSAAAAKKK------------TISATKKPKGVADKK------------------------LSKA-----------------VVTKKSVDKKKAEKAKAKDAKKVG----------------TIKA-KPTTAKAKSS--APKP-----KTPKPK-TTSAKPKKVVAAASPKKAAAKKPKAKTASATKK------------------------------------------   249
         7438|Drosophila_hydei -------------------------------------------------------MSDSVVAVSASPVTPQTASAEKKVAAKKPASASA-----------SKAKKTTAPPTHPPTQQMVDASIQNLKERGGSSLLAIKKYISATYKCD--AQKLAP--FIKKYLKN-SVANGKLIQTKGKGASG------------------------SFKLSASSKKEP----KPKVSSVEKK------------------SKKVTSSAAAAKKK------------TISATKKPKGVADKK------------------------LSKA-----------------VVTKKSVDKKKAEKAKAKDAKKVG----------------TIKA-KPTTAKAKSS--AAKP-----KTPKPK-TTSAKPKKVVAAASPKKAAAKKPKAKTASATKK------------------------------------------   249
14269419|Rhynchosciara_america -------------------------------------------------------MSDTAITEAALPATTSSPAAKKSKVTSAAS------------------KKPRVKPSHPPTADMVNAAIKSLKERGGSSLQAIKKYITANYKID--AEKISP--FIKKYLKS-AVTGGKLIQTKGKGASG------------------------SFKLSATGKVKS------EESAPKKA------------------VARPKKTKTVTSEK-------------KPKVKKVASPAKKK----------------------------------------------PADKSAEKKKKAAAPAKAAKKAG----------------SVKAPKEKSTKPKAA--AKKP-----KTPKPKKAAPSK------KAAPKKAAAPKKK---------------------------------------------------   221
       48099571|Apis_mellifera -------------------------------------------------------MEEKGKTVIEN---IENANPTKKARKPKS-----------------KPKSRRSPISHPRTSEMVNAAMKELKDRKGSSFQAIKKYISLTYEVD--GEKLAP--FIKRYLKG-AVTSGTVVQTKGKGASG------------------------SFKLSTKSSIKSS---DSKKIPTHQT------------------IKQVSKSKKEKIKKS----------VEKKTSPLRKSVSSKK------------------------LSSA-----------------KKAERTKKSTNVKKSTVKTAQKTE----------------KVKSIKESKTMSKSK---KTT-----KAPAAK-TKTPKPKKSIANKTIK-STGKK-----------------------------------------------------   231
47551077|Strongylocentrotus_pu ---------------------------------------------------------------------MAEKNSSKKVTTKKP-------------------------AAHPPAAEMVATAITELKDRNGSSLQAIKKYIATNFDVQ--MDRQLL--FIKRALKS-GVEKGKLVQTKGKGASG------------------------SFKVNVQAAKAQAS--EKAKKEKEKA------------------KLLAQREKAKEKGC------------SEEGETAEGSRP---------------------------KKVK-----------------AAPKK--AKKPVKKTTEKKEKKKT----------------PKKAPKKPAAKKSTP------------KKTPKKAAAKKPKTAKPKKPAXKKAAKSK----------------------------------------------------   205
  578467|Psammechinus_miliaris ---------------------------------------------------------------------MAEKESSKKVTTKKP-------------------------AATHRRRDGCN-SITELKDRNGSSLQAIKKYIATNFDVQ--MDRQLL--FIKRALKS-GVEKGKLVQTKGKGA------------------------------ECAGGQGTGV--GEGKKEKEKA------------------KLLAQREKARKGXX------------XXXXXXXXXXXXXXXAA----------------------KKVK-----------------AAPKK--AKKPVKKTTEKKEKKKS----------------------------------------------------------------------------------------------------------------------------   159
   467294|Parechinus_angulosus ----------------------------------------------------------------------------------KP-------------------------AAHPPAAEMVTTAITELKERNGSSLQAIKKYIETNFDVQ--MDRQLV--FIKKALKS-GVEKGKLVLTKGTGASG------------------------SFKLNVQAAKAQAA--EKAKKGKEKA------------------KLQAQLEKAKAKAA------------AKKEKQQKATAA---------------------------KKAK-----------------AAPKKKPAKKAVKKTTEKKEKKKT----------------PKK--KTAATKKATP------------KKVTKKTAAKKPKATLP----------------------------------------------------------------   180
   10023|Psammechinus_miliaris -----------------------------------------------------------------------MTDTAKKVTQKKP-------------------------AAHPPAAEMVTTAIKELKERKGSSRQAIANYIKAHFDVE--IDQQLV--FIKKALRS-GVAKGTLVQTKGTGASG------------------------SIKLXTRLDR-TLS--KKVTQPKXXX------------------XXXXXXXXXXXXXX------------XXXXXXXXXXXX---------------------------XXXX-----------------XXXXX--XXXXXXXXXXXXXXXXX----------------XXXXXXHKHPKPAAK------------KPAAKKPAAKKVAKSK-----------------------------------------------------------------   189
  161403|Psammechinus_miliaris -----------------------------------------------------------------------MTDTAKKVTQKKP-------------------------AAHPPAAEMVTTAIKELKERKGSSRQAIANYIKAHFDVE--IDQQLV--FIKKALRS-GVAKGTLVQTKGTGASG------------------------SIKL----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------    87
      535593|Chironomus_thummi -------------------------------------------------------MSDPAVEVAPT---TPVASPAKAKKEK--------------KPKTDKPKKPKAPRTHPPVSEMVVNAVKTLKERSGSSLQAIKKFLVAQYKVD--TDKLAP--FIKKFLKS-AVEKGQLLQTKGKGASG------------------------SFKLPVAAKKEKVVKPK--KVAAEKK------------------PKKAAAKPKNAGEKK----------VKKTIAK--KPKAAAAT-----------------------KIKK-----------------PVAKTTKKTVTAKPVAKKAVP-KP-----------------KVAPKPKAAPKPKV---------AAKPKKAVAPKAKKPVAEKKPKATKKPAAKKA----------------------------------------------------   234
      535594|Chironomus_thummi -------------------------------------------------------MSDPAVEVART---TPVASPAKAKKEK--------------KPKTDKPKKPKAPRTHPPVSEMVVNAVKTLKERGGSSLQAIKKFLVAQYKVD--TDKLAP--FIKKFLKS-AVEKGQLLQTKGKGASG------------------------SFKLPVAAKKEKVVKGK--KVAAEKK------------------PKKAAAKPKNAGEKK----------VKKTIAK--KPKAAAAT-----------------------KIKK-----------------PVAKTTKKTVTAKPVAKKAAP-KP-----------------KVAPKPKAAPKPKV---------AAKPKKAVAPKAKKPVAEKKPKAAKKPAAKKA----------------------------------------------------   234
      454119|Chironomus_thummi -------------------------------------------------------MSDPAVEVAPT---TPVASPAKAKKEK--------------KPKTDKVKKPKAPRTHPPVSEMVVNAVKTLKERGGSSLQAIKKFLVAQYKVD--TDKLAP--FIKKFLKS-AVEKGQLLQTKGKGASG------------------------SFKLPVATKKEKVVKPK--KVAAEKK------------------PKKAAAKPKNAGEKK----------VKKTIAK--KPKAAAAT-----------------------KIKK-----------------PIAKTTKKTVAAKPVVKKVAS-KP-----------------KASPKPKAAPKPKV---------ADKPKKAVAPKAKKPAAEKKPKAAKKPAAKKA----------------------------------------------------   234
     2232176|Chironomus_thummi -------------------------------------------------------MSDPAIEVAPT---TPVASPAKAKKEK--------------KPKADKPTKPKAPKTHPPVSEMVVNAVKTLKERGGSSLQANKKFLVAQYKVD--TDKLAP--FIKKFLKS-AVEKGQLLQTKGKGASG------------------------SFKLPAAAKKEKGVKP---KVAAVKK---------------------VTAKPKKAG-------------VKKTIAK--KPKAATAT-----------------------KIKK-----------------PVAKTTKKPAAAKPVVKKVAP-KP-----------------KAAPKAKVAPKPKV---------ATKPKKAASPKAKKPAAEKKPKAVKKPAAKKA----------------------------------------------------   227
     2232180|Chironomus_thummi -------------------------------------------------------------------------------------------------------------------------------------------------------------------LKS-AVEKGQLLQTKGKGASG------------------------SFKLPAAAKKEKGVKP---KVAAVKK---------------------VTAKPKKAG-------------VKKTIAK--KPKAATAT-----------------------KIKK-----------------PVAKTTKKPAAAKPVVKKVAP-KP-----------------KAAPKAKVAPKPKV---------ATKPKKAASPKAKKPAAEKKPKAAKKPAAKKA----------------------------------------------------   140
      454121|Chironomus_thummi -------------------------------------------------------MSDSAVDVAPT---TPVASPAKAKKEK--------------KPKTDKPTKPKAPKTHPPVSEMVVNAVKTLKERGGSSLQAIKKFLVAQYKVD--TDKLAP--FIKKFLKS-AVEKGQLLQTKGKGASG------------------------SFKLPAAAKKEKVVKP---KVAAVKK---------------------VAAKPKKAG-------------VKKTIAK--KAKAATAT-----------------------KIKK-----------------PVAKTTKKPAAAKPVTKKATP-KP-----------------KAAPKAKVAPKPKV---------AAKPKKAAAPKAKKPAAEKKPKAAKKPAAKKA----------------------------------------------------   227
     2232178|Chironomus_thummi -------------------------------------------------------MSDPAVEVAP----VPVASPAKAKKEK--------------KPKTDKPTKPKAPKSHPPVSEMVVNAVKTLKERGGSSLQAIKKFLVAQYKVD--TDKLAP--FIKKFLKS-AVEKGQLLQTKGKGASG------------------------SFKLPAAAKKEKVVKP---KVTAVKK---------------------VTAKPKKAS-------------VKKTIAK--KPKAATAT-----------------------KIKK-----------------PVAKTTKKPATAKPVTKKVAP-KP-----------------KATPKPKAAPKPKV---------ADKPKKAVAPKAKKSAAEKKPKAAKKPAAKKA----------------------------------------------------   226
    2232182|Chironomus_tentans -------------------------------------------------------MSDPAVEVTPA---VPVASPAKAKKEK--------------KPKSDKPKKPKAPRTHPPVSEMVVNAVKTLKERGGSSLQAIKKFLVAQYKVD--VDKLAP--FIKKFLKS-AVEKGQLLQTKGKGASG------------------------SFKLPAAAKKEKVVKKPTKTAAEKKP------------------KKAAA-KPKKAGEKK----------VKKTIAK--KPKAAAAAK----------------------KVKK-----------------PVAKTTKKPAAAKPAAKKAAP-KP-----------------KAAPKPKATKKE------------TKPKKAAAPKAKKPAAEKKPKAAKKPAAKKA----------------------------------------------------   233
     729660|Chironomus_tentans -------------------------------------------------------MSDPAVEVTPA---VPVASPAKAKKEK--------------KPKSDKPKKPKAPRTHPPVSEMVVNAVKTLKERGGSSLQAIKKFLVAQYKVD--VDKLAP--FIKKYLKS-AVEKGQLLQTKGKGASG------------------------SFKLPAAAKKEKVVKKPTKAAAEKKP------------------KKAAA-KPKKAGEKK----------VKKTIAK--KPKAAAAT-----------------------KIKK-----------------PVAKTTKKPAAAKPAAKKAAP-KP-----------------KAAPKPKAAKTE------------TKPKRAAAPKAKKPAAEKKPKAAKKPAAKKA----------------------------------------------------   232
     729664|Chironomus_tentans -------------------------------------------------------MSDPAVETAP----VAVASPGKAKKEK--------------KPKSDKPKKPKAPRTHPPVSEMVFNAVKTLKERGGSSLQAIKKFLIAQYKVD--VDKLDT--FIKKYLKS-AVEKGQLLQTKGKGALG------------------------SFKLPAAAKKEKVVKK-----TEKKP------------------KKAAA-KPSKAGEKK----------VKKTIAK--KPKAATAT-----------------------KIKK-----------------PVAKTTKKPAAAKPAAKKAAP-KP-----------------KAAPKPKAAP---------------KPKKAAAPKAKKPAA--KPKAAKKPAAKKA----------------------------------------------------   221
     729659|Chironomus_tentans -------------------------------------------------------MSDPAVEVTPA---VPVASPAKAKKEK--------------KPKSDKPKKPKAPRTHLPVSDMVVNAVKTLKERGGSSVQAIKKFLVAQYKVD--VDKLSP--FIKKYLKS-AVEKGQLLQTKGKGASG------------------------SFKLPAAAKKEKVVKKPKK-VAEKKP------------------KKAAAPKPKKAGEKK----------VKKTIAK--KPKAATAT-----------------------KIKK-----------------PVAKTTKKPAAAKPAAKKAAP-KP-----------------KAAPKPKAAKKE------------TKPKKAAAPKAKKPAVEKKPKAAKKPAAKKA----------------------------------------------------   232
      121945|Chironomus_thummi -------------------------------------------------------MSDPAIEVAP----VPVASPAKAKKEK--------------KPKSDKPKKPKAPRTHPPVSDMIVNAIKTLKERGGSSVQAIKKFLVAQYKVD--TDKLSP--FIKKYLKS-AVEKGQLLQTKGKGASG------------------------SFKLPAAAKKEKVVKKVTKKVTEKKP------------------KKAVS--KPKTGEKK----------VKKTIAK--KPKVASAT-----------------------KIKK-----------------PVAKTTKKPAAAKPT-KKVAA-KP-----------------KAAPKPKAAPKPKV----------AKPKKAAAPKAKKPAAEKKPKAAKKPSAKKA----------------------------------------------------   231
      633704|Chironomus_thummi -------------------------------------------------------MSDPAIEVAP----VPVASPAKAKKEK--------------KPKSDKPKKPKAPRTHPPVSDMIVNAIKTLKERSGSSVQAIKKFLVAQYKVD--TDKLSP--FIKKYLKS-AVEKGQLLQTKGKGASG------------------------SFKLPAAAKKEKVVKKVTKKVTEKKP------------------KKAVS--EPKTGEKK----------IKKTIAK--KPKVASAT-----------------------KIKK-----------------PVAKTTKKPAAAKPS-KKVVA-KP-----------------KAAPKPKASPKPKV----------AKPKKAAAPKAKKPAAEKKPKAAKKPAAKKA----------------------------------------------------   231
457120|Glyptotendipes_barbipes -------------------------------------------------------MSDPAPEVAPA---APVASPAKAKKEK--------------KPKSDKPKKPKAPRTHPPVSEMVVNAIKTLKERGGSSLQAIKKFLVAQYKVD--VEKLAP--FIKKYLKGGAVVKGELLQTKGKGASG------------------------SFKLPAAAKKEKVAKKPMKATGEKKP------------------K--AAAKPKKAGEK------------KKSIAK--KPKAATAT-----------------------KVKK-----------------PVAKSTKKQAAVKPAAKKAAP-KP-----------------KAVPKPKAA-KPKK---------EAKPKKAAAPKAAKKPAQKKPKATKKPAAKKA----------------------------------------------------   232
457122|Glyptotendipes_barbipes -------------------------------------------------------MSDPAPEVASA---VPVASPAKAKKEK--------------KPKTDKPKKAKAPRTHPPVSEMVVNAIKTLKERGGSSLQAIKKFLAAQYKVD--VDKLAP--FIKKYLRG-AVTKGELLQTKGKGASG------------------------SFKLPAAAKKEKVAKTPKKAAGEKKP------------------Q--AAAKPKKALEK------------KKSIAK--KPKAATAT-----------------------KVKK-----------------PVAKSTKKPAAVKPAAKKAAP-KP-----------------KAAPKPKAATKPKK---------EVKPKKVAA----KKPAEKKPEAAKKPAAKKA----------------------------------------------------   228
      297561|Chironomus_thummi -------------------------------------------------------MSDPAPEIEAPVEAAPVASPPKGKKEKAPKAPK---SPKAEKPKSDKPKKPKVAPTHPPVSEMVVNAVTTLKERGGSSLIAIKKFVAAQYKVD--VEKLVP--FIKKFLKS-SVAKGTLLQAKGKGASG------------------------SFKLPPAAKK---VEKKPKKVPSTPK------------------PKTTKPKRVTGEKKV----------VKKPAAK--KPEAKKAT-----------------------KAAK-----------------PATKK----VVAKPASKKAAAPKPK--------------AAKPAAKKPEAKKATK---------AAAKKPVAKPVAKKPAAKPAKKPAAKKAK-------------------------------------------------------   244
      454117|Chironomus_thummi -------------------------------------------------------MSDPAPEIEAPVEAAPVASPPKGKKEKAPKAPK---SPKAEKPKSDKPKKPKVAPTHPPVSEMVVNAVTTLKERGGSSLIAIKKFVAAQYKVD--VEKLVP--FIKKFLKS-SVAKGTLLQAKGKGASG------------------------SFKLPPAAKK---VEKKPKKVPSTPK------------------PKTTKPKRVTGEKKV----------VKKPATK--KPEAKKAT-----------------------KAAK-----------------PATKK----VVAKPASKKAAAPKPK--------------AAKPAAKKPEAKKATK---------AAAKKSVAKPVAKKPAAK---KPAAKKAK-------------------------------------------------------   241
      454105|Chironomus_thummi -------------------------------------------------------MSDPAPEIEAPVEAAPVASPPKGKKEKAPKAPKAPKSPKAEKPKSDKPKKPKVAPTHPPVSEMVVNAVTTLKERGGSSLIAIKKFVAAQYKVD--VEKLVP--FIKKFLKA-SVAKGTLLQAKGKGASG------------------------SFKLPPAAKK---VEKKPKKVPSTPK------------------PKTTKPKRVTGEKKV----------VKKPAAK--KPEAKKAT-----------------------KTAK-----------------PAAKK----VVAKPAAKKPAA-KP---------------VKKPEAK-KATKAA-K---------PAAKKVVAKPAAKKPAAKPAKKPAAKKAK-------------------------------------------------------   243
    699583|Chironomus_dorsalis -------------------------------------------------------MSDPAPEVEAPVEAAPVASPPKGKKEKAPKAP------KAEKPKSDKPKKPKVAPTHPPVSEMVVNAVIILKERGGSSLIAIKKFVAAQYKVD--VQKLVP--FIKKFLKA-SVAKGILLQAKGKGASG------------------------SFKLPPAAKK---VEKKPKKVPATPK------------------PKSTKPKRVTGEKKV----------VKKPAAK--KPEAKIAT-----------------------KAVK-----------------PAAKK----VAAKPAAKKAAAPKPK--------------AAKPAAKPAAIKAAPK---------PAAKKPAAKPAAKKPAAKPAKKPAAKKAK-------------------------------------------------------   241
     729666|Chironomus_tentans -------------------------------------------------------MSDPAQEVEAPVEAAPVASSPKGKKEKAPKAP------KAEKPKSDKPKKPKAAPTHPPVSEMVVNAITTLKERGGSSLIAIKKFVAAQYKVD--VEKLVP--FIKKFLKA-SVAKGTLLQAKGKGASG------------------------SFKLPPAAKK---VDK-PKKAPATPK------------------PKSTKPKRVTGEKKV----------VKKPAAK--KPEAKKAT-----------------------KAAK-----------------PAAKK----VAAKPAAKKAAAPKP-----------------KAAAKPKKEVKPKK---------EAKPKKAAAKPAKKPAAKPAKKPAAKKAK-------------------------------------------------------   237
729665|Chironomus_pallidivitta -------------------------------------------------------MSDPAQEVEAPVEAAPVASSPKGKKEKAPKAP------KAEKPKSDKPKKPKAAPTHPPVSEMVVNAITTLKERGGSSLIAIKKFVAAQYKVD--VEKLVP--FIKKFLKA-SVAKGTLLQAKGKGASG------------------------SFKLPPAAKK---VDK-PKKAPAAPK------------------PKSTN-KRVTGEKKV----------VKKPAAK--KPEAKKAT-----------------------KAAK-----------------PAAKK----VAAKPAAKKAAAPKP-----------------KPAAKPKKEVKPKE---------EAKPKKAAAKPAK-PAAKPAKKPAAKKAK-------------------------------------------------------   235
457118|Glyptotendipes_barbipes -------------------------------------------------------MSDSAPEIETPVEEAPKAASPAKSPAKSPGRAK-----KAKKDGSDKPKKPKAIPTHPPVSEMVVNALKTLNEKGGSSVIAIKKFLVATYKVE--IEKLLP--FIKKFLKG-AVLKGEVLQVKGTGASG------------------------SFKMPPPAKK---VDR----PESAPK------------------KKATKTKTRVERK------------EKKVVAK--KPKPAVEK-----------------------KAAK-----------------PAAKK----AAAKPAAKKAAA--------------------KPAAKKPAAKASPK---------KAAAKPKAKPTPKKSTPAKPKAAARKPAKKSK----------------------------------------------------   233
 457124|Glyptotendipes_salinus -------------------------------------------------------MSDSAPEIETPVEEAPKAATPAKSPAKSPGRAK-----KAKKDGSDKPKKPKAIPTHPPVSEMVVNALKTLNEKGGSSVIAIKKFLVATYKVE--IEKLLP--FIKKFLKG-AVLKGEVLQVKGTGASG------------------------SFKMPPPAKK---VDK----PEAAPK------------------KKAPRPKREIEKK------------EKKVVAK--KPKPAVEK-----------------------KAAK-----------------PAAKK----AVAKPAAKKAAA--------------------KPAAKEPAAKASPK---------KAAAKPKAKPTPKKSTAAKPKAAAKKPAKKSK----------------------------------------------------   233
    31210435|Anopheles_gambiae -------------------------------------------------------MADSAATEVP-AAAAAAPAATAKSPKK--------------PKAAAGPKKPKQPAAHPPVNEMLLAAVKALNERNGSSLQAIKKYVAANYKAD--VTKLAT--FLKKALKT-AVANGKLVQTKGTGASG------------------------SFKLSAAAKK----------PAVEKK------------------KKAAAPKKSASAADK----------KKKTAAK--KPAGEKKA-----------------------AAKK-----------------TTKKADG-AAAKKPKAAAAKK-----PKAADGAKKAAKKP--AAPKQKSTKPSK----------AAAAKPKAPKPKKAAAPAKKAAAPKKAAAPKKAAAPKKAAAAKK----------------------------------------   249
    31210439|Anopheles_gambiae -------------------------------------------------------MADSAATEVP-AAAAAAPAATAKSPKK--------------PKAAAGPKKPKQPAAHPPVNEMLLAAVKALNERNGSSLQAIKKYVAANYKAD--VTKLAT--FLKKALKT-AVANGKLVQTKGTGASG------------------------SFKLSAAAKK----------PAVEKK------------------KKAAAPKKSASAADK----------KKKTAAK--KPAGEKKA-----------------------AAKK-----------------TTKKADG-AAAKKPKAAAAKK-----PKAADGAKKAAKKP--AAPKQKSTKPSK----------AAAAKPKAPKPKKAAAPAKKAAAPKKAAAPKKAAGPKKAAAAKK----------------------------------------   249
    55240661|Anopheles_gambiae -------------------------------------------------------MADSAATEVP-AAAAAAPAATAKSPKK--------------PKAAAGPKKPKQPAAHPPVNEMLLAAVKALNERNGSSLQAIKKYVAANYKAD--VTKLAT--FLKKALKT-AVANGKLVQTKGTGASG------------------------SFKLSAAAKK----------PAVEKK------------------KKAAAPKKSASAADK----------KKKTAAK--KPAGEKKA-----------------------AAKK-----------------TTKKADA-RAAILL--------------------------------------------------------------------------------------------------------------------------------------   172
  50726946|Anopheles_stephensi -------------------------------------------------------MADTAATEVP-TAAAAAPATVAKSPKK--------------PK-AAGPKKPKQPAAHPPVNEMVLAAVKALNERNGSSLQAIKKYVAANYKAD--VTKLAT--FFKKALKS-GVASGKLVQTKGTGASG------------------------SFKLSAAAKK----------PVVEKK------------------KKAAAPKKSASAGDK----------KKKTAAK--KPAGEKKA-----------------------AAKK-----------------TTKKAEG-AVAKKPKTAAAKK-----PKAADGAKKAAKKPA-AAPKQKATKPTK----------AAAAKPKAPKPKKAAAPAKKAAAPKKAVAPKKAAAPKKAAAKK-----------------------------------------   248
    55244783|Anopheles_gambiae -------------------------------------------------------MADTAATEAPTAAAAAAPAPAAKSPKK--------------PKAAAGPKKPKQPAAHPPINEMLLAAVKALNERNGSSLQAIKKYVAANYKAD--VTKLAS--FFKKALKS-GVASGKLVQTKGTGASG------------------------SFKLSAAAKK----------PVVEKK------------------K-AAAPKK--AAAEK----------KKKTAAK--KPAGEKKT-----------------------VAKK-----------------ATKKADG-AAAKKPKAAAAKK-----PKAADGAKKAAKKP--AAPKQKATKPAKA---------AAAAKPKAPKPKKAAAPAKKAAAPKKAAAPKKAAAPKKAAAAKK----------------------------------------   248
    31201007|Anopheles_gambiae ------------------------------------------------------TMADTAATEAPTAAAAAAPAPAAKSPKK--------------PKAAAGPKKPKQPAAHPPINEMLLAAVKALNERNGSSLQAIKKYVAANYKAD--VTKLAS--FFKKALKS-GVASGKLVQTKGTGASG------------------------SFKLSAAAKK----------PVVEKK------------------K-AAAPKK--AAAEK----------KKKTAAK--KPA-------------------------------------------------------------------------------------------------------------------AAKPKAPKPKKAAAPAKKAAAPKKAAAPKKAAAPKKAAAAK-----------------------------------------   190
    55242691|Anopheles_gambiae -------------------------------------------------------MADT-AMAVP--AAAAAPAAVAKTPKK--------------AKAAAGPKKPKKPATHPPVNAMIVAALKALKERNGSSLQAIKKYMAANYKVD--VAKLGP--FIKKALKT-GVTGGKLVQTKGVGASG------------------------SFKLSAEAKK----------PVVDKK------------------K-AAVQKKKSAAAGD----------KKKPATK--KAAGEKK--------------------------KK-----------------VAKKADGGAAAKKPKAATAAKKPKPAAAKAGGAKKVVKKAATAAPKQKATKPSKK---------TGAPKPKTPKPKKAAAPAKKAAAPKKATAAKK----------------------------------------------------   240
 161894|Tigriopus_californicus -------------------------------------------------------MTET---------------TSAK-PKK--------------VS------KPKAKPTHPPTSVMVMAAIKALKERNGSSLPAIKKYIAANYKVD--VVKNAH--FIKKALKS-LVEKKKLVQTKGAGASG------------------------SFKLAAAAK-------------AEKP------------------KAVAKPKK--AKTPK----------KKAAATK--KPTGEKK--------------------------AK-----------------TPKKK---PAAKKPAAAKPKK-------------------------------------------AKTPKKKAAPAKKTPVKKVKKTSPKKKAAPKKK---------------------------------------------------   181
  121917|Platynereis_dumerilii -----------------------------------------------------------------------------------------------------ARRRKTAAAAHPPVATMVVTAILGLKERKGSSMVAIKKYIAANYRVD--VARLAP--FIRKFIRK-AVKQTKGTGAS-----G------------------------SFRVNKTAV-------------PKK-------------------KKAAKKPK--AKKVK----------KPKSAAK-------KKT-----------------------NRAR-----------------KPKTKKN-RN------------------------------------------------------------------------------------------------------------------------------------------   121
  121920|Platynereis_dumerilii -----------------------------------------------------------------------------------------------------ARRKR--AATHPPVATAVVAAILGLKDRKGSSMVAIKKYLAANYNVD--VARLGP--FIRRFVRK-AVAEGMLVQNK-----G------------------------SFRVNKTAL-------------PKK-------------------KKAAKKPK--AKKVK----------KPKSAAK-------KKT-----------------------NRAR-----------------APKTKKN-RN------------------------------------------------------------------------------------------------------------------------------------------   119
2564105|Chaetopterus_variopeda --------------------------------------------------MADS----------------APATAAPATPTK--------------AKKAAAPKKPKVPAAHPPVAQMVNAAIAALKDRKGSSLAAIKKYIAANYKCN--IDRCTP--FIRKYLKQ-AVAAGKLVQTKGTGAAG------------------------SFKLSAAAK-------------AEKP------------------KKPAKKPA--AKKAT----------KPKAAAKPKKPKTPKKK-----------------------AAAK-----------------PKKEKKE-KKAKTPKKAKAAVK-------------------------------KT---------PKKAAAKPKTVKKAAKPKTPKKAAKKPAAKKSK---------------------------------------------------   202
85364|Strongylocentrotus_purpu -----------------------------------------------------------------------MAAEQKKVAKK-----------------------PRAKPAHPSSSEMVLAAITALKERGGSSAQAIRKYIEKNYTVD--IKKQAI--FIKRALIT-GVEKGTLVQVKGKGASG------------------------SFKLGKKKEGKS---------DAQKA------------------RDAAKKAKLAAKKKEAK--------EKKAARSKAKKEKLAAKK----------------------ASKK-----------------TTKK---VKKPAAKKAKKPAAKK-------------------AAKKPAAKKPAAKKAAAKP---APAKKAAKKPAAKKAAK---KVAKKP-AAKKAAKK-------------------------------------------------   211
47551089|Strongylocentrotus_pu -----------------------------------------------------------------------MAAEQKKVAKK-----------------------PRAKPAHPSSSEMVLAAITALKERGGSSAQAIRKYIEKNYTVD--IKKQAI--FIKRALIT-GVEKGTLVQVKGKGASG------------------------SFKLGKKKEGKS---------DAQKA------------------PDAAKKAKLAAKKKEAK--------EKKAARSKAKKEKLAAKK----------------------ASKK-----------------TTKK---VKKPAAKKAKKPAAKK-------------------AAKKPAAKKPAAKKAAAKP---APAKKAAKKPAAKKAAK---KVAKKP-AAKKAAKK-------------------------------------------------   211
47551091|Strongylocentrotus_pu -----------------------------------------------------------------------MSAAKPKVAKK-----------------------ARVAPAHPPSSQMVVAAVTALKERGGSSTQAIKKYIAANYTVD--MTKQGP--FIRRALVK-GVASGALVQTKGKGASG------------------------SFKLGKKKEGKS---------DAQKA------------------RIAAKKAKLAAKKKEQR--------EKKALKTKARKEKVAAKK----------------------AAKK-----------------ATKKTKKVKKPAAKKAKKPAAKKP------------------AAKKPAAKK-AKKPAKKVA---KPAKKAAAKP-AKKAAKPAKKAAKPAKKAAKPAKK-------------------------------------------------   217
        9617|Lytechinus_pictus -----------------------------------------------------------------------MSAAKPKTAKK-----------------------ARAAPAHPPTSQMVVAAITALKERGGSSNQAIKKYIAANYKVD--INKQAT--FIKRALKA-GVANGTLVQVKGKGASG------------------------SFKLGKVKAGKT---------EAQKA------------------RAAAKKAKLAAKKKEQK--------EKKAAKTKARKEKLAAKK----------------------AAKK-----------------AAKK---VKKPAAK-AKKPAKK--------------------AAKKPAAKKAAKKPAAK-----KPAKKAAKKPAAKKAAKPAKKAAKKP-AAKKAAKK-------------------------------------------------   210
    26800903|Oikopleura_dioica -----------------------------------------------------------------------MPASPKKTTKV-----------------------VAKKADRPSYNVMVAAAIVALKERSGSSRQAIEKYIIANYDG---VDKESH--FLKKALKS-GVEKGTLVQTKGIGASG------------------------SFKIKK----------------AEKP------------------AAKPKVEKLAAKKP--------------AAKKPAAKKPAAKKP----------------------AAKK-----------------TTAT----KKPVAK---KVVKKT-------------------VVKKTATKKAAS----------PKKKVVAKKPVVKKAAK-------------KTGKK-------------------------------------------------   177
    26800920|Oikopleura_dioica ---------------------------------------------------------------------------------------------------------------RPSYNVMVAAAIVALKERSGSSRQAIEKYIIANYDG---VDKGSH--FLKKALKS-GVEKGTLVQTKGIGASG------------------------SFKIKK----------------AEKP------------------AAKPKVEKPAAKKP--------------AAKKPAAKKPEAKKP----------------------AAKK-----------------TTAT----KKPVAK---KVVKKT-------------------VVKKTATKKAASPTKKAVS---PKKKVVAKKPVVKKAAK-------------KTGKK-------------------------------------------------   167
    48290354|Oikopleura_dioica -----------------------------------------------------------------------MAPTTATKAK---------------------------APARPSFAVMVKKAIANLKERNGSSRQAIEKYIVANFGV----EKTGH--HLRLALKK-GVEAGSLIQAKGVGANG------------------------SFKLKKVVE-------------PKKP------------------AKKVLKKKAPAKKA--------------TATKKKVTKKVPKVS----------------------AGKK-----------------ATAT----KKAPAK---KTAAAKP------------------AAKKAAAPKAAAK-----------AKTVVKAKPVKKAK--------------------------------------------------------------------   169
2582563|Caenorhabditis_elegans -------------------------------------------------------MSDVAVAADTT---ETPAAPTKASKATKASKATK--APKATKAKTTKVPMVKADAAHPPFINMVTEAISSIKDRKGPSRAAILKYITTKYTLG--DQANKINAHLRKALNK-GLESNAFVQASGNGANG------------------------RFR--LAEKT------------ASVA------------------KSPAAAKKDATGEKKAT--------TTVAKKAATGEKKATTTVAKKAATGEKKA--------TTTVAKK-----AAAGDKAKKTEVKVKKVKSPKKIAKSPVNKVTK---SPVKKIA------KSSSMKAAPKKAAA------------------KPAKKAPAAAPEA------------------------------------------------------------------   253
17558136|Caenorhabditis_elegan -------------------------------------------------------MSDVAVAADTT---ETPAAPTKASKATKASKATK--ASKATKAKTTKVPMVKADAAHPPFINMVTEAISSIKDRKGPSRAAILKYITTKYTLG--DQANKINAHLRKALNK-GLESNAFVQASGNGANG------------------------RFR--LAEKT------------ASVA------------------KSPAAAKKDATGEKKAT--------TTVAKKAATGEKKATTTVAKKAATGEKKA--------TTTVAKK-----AAAGDKAKKTEVKVKKVKSPKKIAKSPVNKVTK---SPVKKIA------KSSSMKAAPKKAAA------------------KPAKKAPAAAPEA------------------------------------------------------------------   253
32565800|Caenorhabditis_elegan -------------------------------------------------------MSDVTVAET-----PAVKTPTKAPKAPKS--------------KTTKEPKAKVAAAHPPFINMVTAAISSLKERKGSSKIAILKYITANYKVG--DQLTKINSRLRAALNK-GVASKALVQSVGNGASG------------------------RFR--VAEKA------------AATK------------------KP------------VAK--------KPVAKKAATGEKKAK----------------------KTTVAKK-----TGD---------KVKKAKSPKKIAKPAAKKVAK---SPAK--------------KAAPKKA---------------------PAKKA--AAPKA------------------------------------------------------------------   191
17561710|Caenorhabditis_elegan -------------------------------------------------------MSDVAVAET-----PAVKTPTKAPKAN-----------------ATKVPKVKTAAAHPPFINMVTAAISSLKERKGSSKIAILKYITANYKLG--DQVKKINSNLRSALKK-GVASKALVQTVGTGATG------------------------RFR--VAEKT------------AAT----------------------------------AK--------KPTVKKAATGEKVKKTVV-------------------KKTVAKK-----TGD---------KVKKAKSPKKIAKPAAKKATK---SPSK--------------KVAPKKAAA------------------KPAKKT--AALKA------------------------------------------------------------------   190
17567275|Caenorhabditis_elegan -------------------------------------------------------MSDTVVAS------AAVQAPAKTVKSPKAA-------------KTTKVPKAKKPVAHPPYINMVTAAINGLKERKGSSKIAILKYITKNYNVG--DQIIKINARLRDTLNK-GVVSKALVQSVGTGASG------------------------RFR--VTEKK------------AAAA------------------KKPVAKKA-ATGEKKAK--------KPVAQKAATGEKKAKKT--------------------TATKTKK-----TAD---------KVKKVKSPKKIAKPTAKKVAK---SPAK--------------KSAPKKAAAA-----------------KPAKKA--VAPKT------------------------------------------------------------------   208
17505352|Caenorhabditis_elegan -------------------------------------------------------MSDVAVAET-----PAVKTPTKASKATKA--------------KATKIPKVKVVAAHPPFINMITEAVSNLKDRKGSSRVAIFKFITAKYTLG--DQVNKTNAHLRSALKK-GVVSKVLVQTNGIGANG------------------------RFRLAVAEKP------------PAVK------------------KA-------ATGEQKVM--------KTVAKKAVSGDKAKK------------------------TVAKK-----TGD---------KVKKVKSPKRIAKPAVKKVTKKAAAPTKSAANETAPKKAAATEAAPKKAAVTK-----------AATKKTPARKAVGTAPKA------------------------------------------------------------------   225
  10886|Caenorhabditis_elegans -------------------------------------------------------MSDSAVVAAAV---EPKVPKAKAAKAAK----------------PTKVAKAKAPVAHPPYINTIKEAIKQLKDRKGASKQAILKFISQNYKLG--DNVIQINAHHRQALKR-GVTSKALVQARGSGANG------------------------RFR--VPEKA------------AAAK------------------KPAAAKKPAAAKKP-------------AAAKKATGEKK-AKKP---------------------AAAKP---KKAATGDK------KVKKAKSPKKVAKPAAKKVAK---SPAK--------------KAAPKKIAKP------------------AAKKAAKPAAKA------------------------------------------------------------------   208
17569031|Caenorhabditis_elegan -------------------------------------------------------MSDSAVVAAAV---EPKVPKAKAAKAAK----------------PTKVAKAKAPVAHPPYINMIKEAIKQLKDRKGASKQAILKFISQNYKLG--DNVIQINAHLRQALKR-GVTSKALVQAAGSGANG------------------------RFR--VPEKA------------AAAK------------------KPAAAKKPAAAKKP-------------AAAKKATGEKK-AKKP---------------------AAAKP---KKAATGDK------KVKKAKSPKKVAKPAAKKVAK---SPAK--------------KAAPKKIAKP------------------AAKKAAKPAAKA------------------------------------------------------------------   208
55417868|Caenorhabditis_remane ------------------------------------------------------------------------AAKAKPAKAKG-----------------TKVAKAKAPVAHPPYINMIKQAIKELKDRKGASKQAILKFISQNFKLG--DNVIQINAHLRQALKR-GVTSKALIQSAGAGANG------------------------RFR--VPEKA------------AAEK------------------KPAAAKKP-AAKKP-------------AAKKAATGEKK-AKKP---------------------AAAKKPAAKKAATGEK------KAKKPKSPKKVAKPAAKKAAK---SPAK--------------KAAPK-------------------------KAAAKPAKKA------------------------------------------------------------------   188
39596534|Caenorhabditis_briggs -------------------------------------------------------MSDSAQVSVAP--AAPAKAKAPKSKAP-------------------KIAKAKTASAHPPYLNMIKAAVKASEDKKGASKQSILKYISATYKLG--GNVVQINSRLRQALKR-GVASKALTQTAGSGANG------------------------RFR--VAEKA------------AAAK------------------KPAATKKP-AAKKPVAE--------KPAAKKAATGEKKAAKKP---------------------AAAKP----KKAAGE-------KVKKAKAPKKVAKPVAKKAAK---SPAK--------------KAAPKK-----------------------ATKA-AAPKKA------------------------------------------------------------------   203
39583536|Caenorhabditis_briggs -------------------------------------------------------MSDVAATPVAAPAAAAPKAKAPKAKAPK----------------VPKVAKAKTPAAHPPYINMIKEAVKAIKDRKGASKQAILKHISANYKLG--ENVVQINAHLRQALKR-GVASKALVQAAGSGANG------------------------RFR--VPEKA------------AAAA------------------KPAAAKKP-AAKK------------------AATGEKKAAPKK---------------------AAAKP----KKAAGD-------KVKKAKSPKKVAKPAAKKAAK---SPAK--------------KAAPKK-----------------------AAAK-AAPKKA------------------------------------------------------------------   198
39583523|Caenorhabditis_briggs -------------------------------------------------------MSDAVVATPAA--AAPKAAKAP--KAP-------------------KIAKAKTPSAHPPYINMVKDAIKNLKDRKGASKQAILKYISSHFKLG--ENVIQINSHLRQTLKK-GVVSKALVQSAGTGANG------------------------RFR--VPEKA------------AVA-------------------KPAAAKKP-AAKK------------------AATGEKKAAKKP---------------------AAKKA----TTAS---------KVKKVKSPKKVSKPVAKKAAK---SPAK--------------KAAPKK-----------------------AAKAPAAPKKA------------------------------------------------------------------   189
    121948|Echinolampas_crassa ----------------------------------------------------AASPQKRAASPRKSPKKSPRKSPKKKSPRKRK----------------------ARSAAHPPVIDMITAAIAAQKERRGSSVAKIQSYIAAKY-RC--D-INALNPHIRRALKN-QVKSGALKQVSGVGATG------------------------RFRVG-----------------AVKR---------------------SAASA-------------------NKLKATREKARARAKA---------------------KKAKA----------------AARRKAAAAKRKAAAAKRRAAK---------------------KARKAK--------------------AKP-----------------------------------------------------------------------------   171
    223385|Echinolampas_crassa ----------------------------------------------------AASPQKRAASPRKSPKKSPRKSPKKKSPRKRK----------------------ARSAAHPPVIDMITAAIAAQKERRGSSVAKIQSYIAAKY-RC--D-INALNPHIRRALKN-GVKSGALKQVSGVGATG------------------------RFRVG-----------------AVKR---------------------SAASA-------------------NKLKATREKARARAKA---------------------KKAKA----------------AARRKAAAAKRKAAAAKRRAAK---------------------KARKAK--------------------AKP-----------------------------------------------------------------------------   171
   121952|Parechinus_angulosus ----------------------------------------------------PGSPQKRAASPRKSPRKSPKKSPRKASASPRRK------------------AKRARASTHPPVLEMVQAAITAMKERKGSSAAKIKSYMAANY-RV--D-MNVLAPHVRRALRN-GVASGALKQVTGTGASG------------------------RFRVG-----------------AVAK------------------PKKAKKTS-------------------AAAKAKKAKAAAAKKA---------------------RKAKA----------------AAKRKAALAKKKAAAAKRKAAA---------------------KAKKAKKPKKK-A---------AKKAKKPAKKSPKKAKKPAKKSPKKKKAKRSPKKAKKAAGKRKPAAKKARRSPRKAGKRRSPKKARK-----------------   248
   103649|Parechinus_angulosus ----------------------------------------------------PGSPQKRAASPRKSPRKSPKKSPRKASASPRR------------------------AATHPPVIDMIQAAISAMKERKGSSVAKIKSYMAANY-RV--D-MTMLGPHVRRALRN-GVASGALKQVTGTGATG------------------------RFRVG-----------------AVAK------------------PKKAKKTS-------------------AAAKAKKEKARARAAA---------------------KKAKA----------------AAKRKAALAKKKAAAAKRKAAT---------------------KAKKAKKPKKKTA---------AKKAKKPAAK---KAKKPAKKSPKK---------AKKAAGKR------------------------------------------   206
        44887996|Ostrea_edulis ----------------------------------------------------MPSPSRKSRSRSRSRSKSPKRSPAKKARKTPKK----------------PRAAGG--AKKPTTLSMIVAAITAMKNRKGSSVQAIRKYILANN-KG--INTSHLGSAMKLAFAK-GLKSGVLVRPKTSAGAS------------------------GATGSFRVGK------------APAS------------------PKKAKKAK-------------------SPKKKSSKKSKNKSNN---------------------AKAKK----------------SPKKKADSNGIRYQAYRYRRPR---------------------GGARYP-------------------FRYQAYRYRRPRGGPGTQFAL------------------------------------------------------------   202
        44887997|Ostrea_edulis --------------------------------------------------------------------------------------------------------AGG--VKKPTTLSMIVAAITAMKNRKGSSVQAIRKYILANN-KG--INTSHLGSAMKLAFAK-GLKSGVLVRLKTSAGAS------------------------GATGSFRVGK------------APAS------------------PKKAKKAK-------------------SPKKKSSKKSKNKSNN---------------------AKAKK----------------SPKKKADSN--------------------------------------------------------------------------------------------------------------------------------------------   126
39579847|Caenorhabditis_briggs ---------------------------------------------MADVAVGLPILSRRSRS-AKITAVAPKSGKSTKSAKSTNI----------------PRVQKSKVPKHPTYSVMVYTAIKDLHDRNGASNFMINRYIASRY-FC--DGKAAR-TRTLAALKK-GLADGSLILVTGVGARG------------------------MFKVANESSK------------SHRV------------------PRVAASKT-------------------APKKASKSTSKSSKSS---------------------KRASK----------------SARKSTKSTKSATQSTSSKSVK---------------------KSTKAK-------------------SKKTPTKRTVKPKKA------------------------------------------------------------------   203
         47480804|Homo_sapiens MLFAGYYILRFSVVMSETVPA------------------------------ASASAGVAAME-KLPTKKRGRKPAGLISASRKVP--------------------------NLSVSKLITEALSVSQERVGMSLVALK-KALAAAGYD--VEKNNS---RIKLSLKSLVNKGILVQTRGTGASG------------------------SFKLSKKVIPKSTRSKAKKSV------------------------SAKTKKLVLSRDSKSP--------KTAKTNKRAKKPRATTP-KTVR---------------------------------------SGRKAKGAKG------------KQQQ----------------------------------------KSPVKARASKSKLT----QHHEVNVRKATSKK--------------------------------------------------   221
         20544168|Homo_sapiens --------------MSETVPA------------------------------ASASAGVAAME-KLPTKKRGRKPAGLISASRKVP--------------------------NLSVSKLITEALSVSQERVGMSLVALK-KALAAAGYD--VEKNNS---RIKLSLKSLVNKGILVQTRGTGASG------------------------SFKLSKKVIPKSTRSKAKKSV------------------------SAKTKKLVLSRDSKSP--------KTAKTNKRAKKPRATTP-KTVR---------------------------------------SGRKAKGAKG------------KQQQ----------------------------------------KSPVKARASKSKLT----QHHEVNVRKATSKK--------------------------------------------------   207
            87670|Homo_sapiens --------------MSETVPA------------------------------ASASAGLAAME-KLPTKKRGRKPAGLISASRKVP--------------------------NLSVSKLITEALSVSQERVGMSLVALK-KALAAAGYD--VEKNNS---RIKLSLKSLVNKGILVQTRGTGASG------------------------SFKLSKKVIPKSTRSKAKKSV------------------------SAKTKKLVLSRDSKSP--------KTAKTNKRAKKPRATTP-KTVR---------------------------------------SGRKAKGAKG------------KQQQ----------------------------------------KSPVKARASKSKLT----QHHEVNVRKATSKK--------------------------------------------------   207
           184084|Homo_sapiens --------------MSETVPA------------------------------ASASAGVAAME-KLPTKKRGRKPAGLISASRKVP--------------------------NLSVSKLITEALSVSQERVGMSLVALK-KALAAAGYD--VEKNNS---RIKLSLKSLVNKGILVQTRGTGASG------------------------SFKLSKKVIPKSTRSKAKKSV------------------------SAKTKKLVLSRDSKSP--------KTAKTNKRAKKPRATTP-KTVR---------------------------------------SGRKAKGAKG------------KQKQ----------------------------------------KSPVKARASKSKLT----QHHEVNVRKATSKK--------------------------------------------------   207
      55626042|Pan_troglodytes MLFAGYYILRFSVVMSETVPA------------------------------ASASAVPAAME-KLPTKKRGRKPAGLTSASRKAP--------------------------NLSVSKLITEALSVSQERVGMSLVALK-KALAAAGYD--VEKNNS---RIKLSLKSLVNKGILVQTRGTGASG------------------------SFKLSKKVIPKSTRSKAKKSV------------------------SAKTKKLVLSRDSKSP--------KTAKTNKRAKKPRATAPKKAVR---------------------------------------SGRKAKGAKGS-----------KQQQ----------------------------------------KSPVKARASKSKLT----QHHEVNVRKATSKK--------------------------------------------------   223
        7439622|Macaca_mulatta --------------MSETVPA------------------------------ASAGAVPAVME-KPLTKKRGKKPAGLTSASRKAP--------------------------NLSVSKLITEALSVSQERVGMSLAALK-KALAAAGYD--VEKNNS---RIKLSLKSLVNKGILVQTRGTGASG------------------------SFKLSKKVLPKSTRRKANKSA------------------------SAKTKKLVLSRDSKSP--------KTAKTNKRAKKPRATAPKKAVR---------------------------------------SGRKAKGAKG------------KQQQ----------------------------------------KSPVKARATKPKLT----QHHKANIRKATSRK--------------------------------------------------   208
             121941|Sus_scrofa ---------------AETAPA------------------------------APADSVPASVE-KPPAKKRGKKPVGLTGTSRKAP--------------------------SASVSKLITEALSVSQERAGMSLAALK-KALAAAGYD--VEKNNS---RIKLGLKSLVGKGILVQTRGTGASG------------------------SFKLSKKAAPEPRKGKVKKPA------------------------AAKTKKLVLSRDSKSP--------KSAKANKRAKKSRTTAAQKAAR---------------------------------------SGRKTKEAKV------------KQQR----------------------------------------KSPAKARAAKPKAGNPKLTQQKTNPRKATNRK--------------------------------------------------   211
         56205292|Mus_musculus --------------MSETAPA------------------------------ASSTLVPAPVEEKPSSKRRGKKPG--LAPARKPR--------------------------GFSVSKLIPEALSTSQERAGMSLAALK-KALAAAGYD--VEKNNS---RIKLALKRLVNKGVLVQTKGTGASG------------------------SFKLSKKAASGNDKGKGKKSA------------------------SAKAKKMGLPRASRSP--------KSSKT-KAVKKPKATPT-KASG---------------------------------------SGRKTKGAKG------------VQQR----------------------------------------KSPAKARAANPNSGKAKMVMQKTDLRKAAGRK--------------------------------------------------   209
           297754|Mus_musculus --------------MSETAPA------------------------------ASSTLVPAPVE-KPSSKRRGKKPG--LAPARKPR--------------------------GFSVSKLIPEALSTSQERAGMSLAALK-KALAAAGYD--VEKNNS---RIKLALKRLVNKGVLVQTKGTGASG------------------------SFKLSKKAASGNDKGKGKKSA------------------------SAKAKKMGLPRASRSP--------KSSKT-KAVKKPKATPT-KASG---------------------------------------SGRKTKGAKG------------VQQR----------------------------------------KSPAKARAANPNSGKAKMVMQKTDLRKAAGRK--------------------------------------------------   208
          6754114|Mus_musculus --------------MSETAPA------------------------------ASSTLVPAPVE-KPSSKRRGKKPG--LAPARKPR--------------------------GFSVSKLIPEALSTSQERAGMSLAALK-KALAAAGYD--VEKNNS---RIKLALKRLVNKGVLVQTKGTGASG------------------------SFKLSKKAASGNDKGKGKKSA------------------------SAKAKKMGLPRASRSP--------KSSKT-KAVKKPKATPT-KASG---------------------------------------SRRKTKGAKG------------VQQR----------------------------------------KSPAKARAANPNSGKAKMVMQKTDLRKAAGRK--------------------------------------------------   208
     6981006|Rattus_norvegicus --------------MSETAPA------------------------------ASSTLVPAPVE-KPATKRRGKKPG--MATARKPR--------------------------GFSVSKLIPEALSMSQERAGMSLAALK-KALAAAGYD--VEKNNS---RIKLALKRLVNKGVLVQTKGTGASG------------------------SFKLSKKAASGNDKGKGKKSA------------------------SAKAKKLGLSRASRSP--------KSSKT-KVVKKPKATPT-KGSG---------------------------------------SRRKTKGAKG------------LQQR----------------------------------------KSPAKARATNSNSGKSKMVMQKTDLRKAAGRK--------------------------------------------------   208
47217492|Tetraodon_nigroviridi ------------------------------------------------------------MS-SAATKRR-------ATSQRGMA--------------------------GSSVSDLIIKAASAADASAGVSLAFLK-KALKAGGYD--VDTNRA---RIITALKRLVAKKDLAQVKGTGASG------------------------SFKVNK--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------    90
47225159|Tetraodon_nigroviridi ------------------------------------------------------------MAEEAPAAAAPAKAAKKKASKAKRS--------------------------GPSISELILQAVSESKERNGVSLAALK-KALAAGGYD--VDKNKA---RVKIAVRGLVSKGTLVQTKGTGASG------------------------SFKMNKKAAEPKAKKPAAAAA------------------------EEGGSQSQEARGGGGG--------QESGRGQEAQSGRSSSQ--------------------------------------------------EAQG-------------GRQ----------------------------------------EVPEEGEEGSGGGG--------------------------------------------------------------------   167
47225210|Tetraodon_nigroviridi ------------------------------------------------------------------------------------------------------------------------------KERNGVSLAALK-KALAAGGYD--VDKNKA---RVKIAVRGLVSKGTLVQTKGTGASG------------------------SFKMNKKAAEPKAKKPAAGGR------------------------QEGGSQSQEARGGGG---------QESGRGQEAQSGRSSSQ--------------------------------------------------EAQG-------------GRQ----------------------------------------EVPEEGEEGSGGGG--------------------------------------------------------------------   126
47225163|Tetraodon_nigroviridi ------------------------------------------------------------MAEEAPAAAAPAKAAKKKASKAKRS--------------------------GPSISELILQAVSESKERNGVSLAALK-KALAAGGYD--VDKNKA---RVKIAVRGLVSKGTLVQTKGTGGLG------------------------LVQDEQEGGRAQSQEARGGGR------------------------QEGGSQSQEARGGGG---------QESGRGQEAQSGRSSSQ--------------------------------------------------EAQG-------------GRQ----------------------------------------EVPEEGEEGSGGGG--------------------------------------------------------------------   166
47204925|Tetraodon_nigroviridi --MPTQRKAPRNMPTQRKAPR------------------------------NMPTQRKAPRNMPTQRKAPQNMPTQRKAPRARTL--------------------------GSAISQLIIQTIAASNDRSGMALPTLK-KVLAATGYN--VKKNQD---RVRVAVKSLVKEGVLVQTRGFGASA------------------------AYKINDTGVRLPSKRRTSRTA------------------------RPKAKRGVGRKAPRNM--------PTQRKAPETCPHRGRHP-----------------------------------------------KTCPHRG------------RRPE----------------------------------------TCPHRGRRPELGR---------------------------------------------------------------------   198
    20373021|Anguilla_japonica ----------------------------------------------------------------MARKKAAARPMKTCCSTTN-------------------------------VAALIVEAVSGSKEKSGVSMAALQ-KALTAGGYD--VAHNVS---RVKQAVKSLVSNGTLLQSKGPGAVC------------------------FILNAGSSQSPSKTRAAGSPS------------------------PKKTKKTTPRKAKRSP--------RKATRSPRKAKS-------------------------------------------------------------------------------------------------------------------ARPKKAKTARRKK---------------------------------------------------------------------   145
    18959218|Rattus_norvegicus --------------MSETAPA-------------------------------APAAPAPAEKTPIKKK--ARKA-AGGAKRKAS---------------------------GPPVSELITKAVAASKERSGVSLAALK-KALAAAGYD--VEKNNS---RIKLGLKSLVSKGTLVQTKGTGASG------------------------SFKLNKKAASGEAKPKAKKAG-----------------------AAKAKKPAGAAKKPKKA--------TGTATPKKSTKKTPKKAKKPAA---------------------------------------AAGAKKA-KSPKKAKAT-KAKKAP------------------------------------------KSPAKARAVKPKAAKPKTSKPKA-AKPKKTAAK-------KK----------------------------------------   219
       92378|Rattus_norvegicus --------------MSETAPA-------------------------------APAAPAPAEKTPIKKK--ARKA-AGGAKRKAS---------------------------GPPVSELITKAVAASKERSGVSLAALK-KALAAAGYD--VEKNNS---RIKLGLKSLVSKGTLVQTKGTGASG------------------------SFKLNKKAASGEAKPKAKKAG-----------------------AAKAKKPAGAAKKPKKA--------TGTATPKKSTKKTPKKAKKP-----------------------------------------AAGAKKA-KSPKKAKAT-KAKKAP------------------------------------------KSPAKARAVKPKAAKPKTSKPKA-AKPKKTAAK-------KK----------------------------------------   217
         13430890|Mus_musculus --------------MSETAPA-------------------------------APAAPAPAEKTPVKKK--ARKA-AGGAKRKTS---------------------------GPPVSELITKAVAASKERSGVSLAALK-KALAAAGYD--VEKNNS---RIKLGLKSLVSKGTLVQTKGTGASG------------------------SFKLNKKAASGEAKPKAKRAG-----------------------AAKAKKPAGAAKKPKKA--------AGTATAKKSTKKTPKKAKKPAA---------------------------------------AAGAKKA-KSPKKAKAT-KAKKAP------------------------------------------KSPAKAKTVKPKAAKPKTSKPKA-AKPKKTAAK-------KK----------------------------------------   219
      55626046|Pan_troglodytes --------------MSETAPA-------------------------------APAAPAPAEKTPVKKK--ARKS-AGAAKRKAS---------------------------GPPVSELITKAVAASKERSGVSLAALK-KALAAAGYD--VEKNNS---RIKLGLKSLVSKGTLVQTKGTGASG------------------------SFKLNKKAASGEAKPKAKKAG-----------------------AAKAKKPAGAAKKPKKA--------TGAATPKKSAKKTPKKAKKPAA---------------------------------------AAGAKKA-KSPKKAKAA-KPKKAP------------------------------------------KSPAKAKAVKPKAAKPKTAKPKA-AKPKKAAAK-------KK----------------------------------------   219
           356168|Homo_sapiens ---------------SETAPA-------------------------------APAAPAPAEKTPVKKK--ARKS-AGAAKRKAS---------------------------GPPVSELITKAVAASKERSGVSLAALK-KALAAAGYD--VEKNNS---RIKLGLKSLVSKGTLVQTKGTGASG------------------------SFKLNKKAASGEAKPKAKKAG-----------------------AAKAKKPAGAAKKPKKA--------TGAATPKKSAKKTPKKAKKPAA---------------------------------------AAGAKKA-KSPKKAKAA-KPKKAP------------------------------------------KSPAKAKAVKPKAAKPKTAKPKA-AKPKKAAAK-------KK----------------------------------------   218
          4885379|Homo_sapiens --------------MSETAPA-------------------------------APAAPAPAEKTPVKKK--ARKS-AGAAKRKAS---------------------------GPPVSELITKAVAASKERSGVSLAALK-KALAAAGYD--VEKNNS---RIKLGLKSLVSKGTLVQTKGTGASG------------------------SFKLNKKAASGEAKPKAKKAG-----------------------AAKAKKPAGAAKKPKKA--------TGAATPKKSAKKTPKKAKKPAA---------------------------------------AAGAKKA-KSPKKAKAA-KPKKAP------------------------------------------KSPAKAKAVKPKAAKPKTAKPKA-AKPKKAAAK-------KK----------------------------------------   219
         34328365|Mus_musculus --------------MSETAPA-------------------------------APAAPAPVEKTPVKKK--AKKTGAAAGKRKAS---------------------------GPPVSELITKAVAASKERSCVSLAALK-KALAAAGYD--VEKNNS---RIKLGLKSLVSKGTLVQTKGTGASG------------------------SFKLNKKAASGEAKPKAKKAG-----------------------AAKAKKPAGAAKKPKKA--------TGAATPKKTAKKTPKKAKKPAA---------------------------------------AAGAKKVSKSPKKVKAA-KPKKAA------------------------------------------KSPAKAKAPKAKASKPKASKPKA-TKAKKAAPR-------KK----------------------------------------   221
         56205280|Mus_musculus --------------MSETAPA-------------------------------APAAPAPVEKTPVKKK--AKKTGAAAGKRKAS---------------------------GPPVSELITKAVAASKERSGVSLAALK-KALAAAGYD--VEKNNS---RIKLGLKSLVSKGTLVQTKGTGASG------------------------SFKLNKKAASGEAKPKAKKAG-----------------------AAKAKKPAGAAKKPKKA--------TGAATPKKTAKKTPKKAKKPAA---------------------------------------AAGAKKVSKSPKKVKAA-KPKKAA------------------------------------------KSPAKAKAPKAKASKPKASKPKA-TKAKKAAPR-------KK----------------------------------------   221
          4885377|Homo_sapiens --------------MSETAPL-------------------------------APTIPAPAEKTPVKKK--AKKAGATAGKRKAS---------------------------GPPVSELITKAVAASKERSGVSLAALK-KALAAAGYD--VEKNNS---RIKLGLKSLVSKGTLVQTKGTGASG------------------------SFKLNKKAASGEGKPKAKKAG-----------------------AAKPRKPAGAAKKPKKV--------AGAATPKKSIKKTPKKVKKPAT---------------------------------------AAGTKKVAKSAKKVKTP-QPKKAA------------------------------------------KSPAKAKAPKPKAAKPKSGKPKV-TKAKKAAPK-------KK----------------------------------------   221
          4885375|Homo_sapiens --------------MSETAPA-------------------------------APAAAPPAEKAPVKKK--AAKK-AGGTPRKAS---------------------------GPPVSELITKAVAASKERSGVSLAALK-KALAAAGYD--VEKNNS---RIKLGLKSLVSKGTLVQTKGTGASG------------------------SFKLNKKAASGEAKPKVKKAG-----------------------GTKPKKPVGAAKKPKKA--------AGGATPKKSAKKTPKKAKKPAA---------------------------------------ATVTKKVAKSPKKAKVA-KPKKAA------------------------------------------KSAA-------KAVKPKAAKPKV-VKPKKAAPK-------KK----------------------------------------   213
             121903|Bos_taurus ---------------SETAPA-------------------------------APAAAPPAEKTPVKKK--AAKK-PAGARRKAS---------------------------GPPVSELITKAVAASKERSGVSLAALK-KALAAAGYD--VEKNNS---RIKLGLKSLVSKGTLVQTKGTGASG------------------------SF------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   104
          9845257|Mus_musculus --------------MSEAAPA-------------------------------APAAAPPAEKAPAKKK--AAKK-PAGVRRKAS---------------------------GPPVSELITKAVAASKERSGVSLAALK-KALAAAGYD--VEKNNS---RIKLGLKSLVSKGILVQTKGTGASG------------------------SFKLNKKAASGEAKPQAKKAG-----------------------AAKAKKPAGAAKKPKKA--------TGAATPKKAAKKTPKKAKKPAA---------------------------------------AAVTKKVAKSPKKAKVT-KPKK-V------------------------------------------KSAS-------KAVKPKAAKPKV-AKAKKVAAK-------KK----------------------------------------   212
          4885381|Homo_sapiens --------------MSETAPA-------------------------------ETATPAPVEKSPAKKKATKKAAGAGAAKRKAT---------------------------GPPVSELITKAVAASKERNGLSLAALK-KALAAGGYD--VEKNNS---RIKLGLKSLVSKGTLVQTKGTGASG------------------------SFKLNKKAASGEAKPKAKKAG-----------------------AAKAKKPAGAT--PKKA--------KKAAGAKKAVKKTPKKAKKPA----------------------------------------AAGVKKVAKSPKKAKAAAKPKKAT------------------------------------------KSPAKPKAVKPKAAKPKAAKPKA-AKPKAAKAK-------KAAAKKK-----------------------------------   226
      55626268|Pan_troglodytes --------------MSETAPA-------------------------------ETATPAPVEKSPAKKKATKKAAGAGAAKRKAT---------------------------GPPVSELITKAVAASKERNGLSLAALK-KALAAGGYD--VEKNNS---RIKLGLKSLVSKGTLVQTKGTGASG------------------------SFKLNKKAASGEAKPKAKKAG-----------------------AAKAKKLAGAT--PKKA--------KKAAGAKKAVKKTPKKAKKPA----------------------------------------AAGVKKVAKSPKKAKAAAKPKKAT------------------------------------------KSPAKPKAVKPKAAKPKAAKPKA-AKPKAAKAK-------KAAAKKK-----------------------------------   226
         21426893|Mus_musculus --------------MSETAPA-------------------------------ETAAPAPVEKSPAKKKTTKKAG---AAKRKAT---------------------------GPPVSELITKAVSASKERGGVSLPALK-KALAAGGYD--VEKNNS---RIKLGLKSLVSKGTLVQTKGTGASG------------------------SFKLNKKAASGEAKPKAKKTG-----------------------AAKAKKPAGAT--PKKP--------KKTAGAKKTVKKTPKKAKKPA----------------------------------------AAGVKKVAKSPKKAKAAAKPKKAA------------------------------------------KSPAKPKAVKSKASKPKVTKPKT-AKPKAAKAK-------KAVSKKK-----------------------------------   223
         12860603|Mus_musculus --------------MSETAPA-------------------------------ETAAPAPVEKSPAKKKTTKKAG---AAKRKAT---------------------------GPPVSELITKAVSASKERGGVSLPTLK-KALAAGGYD--VEKNNS---RIKLGLKSLVSKGTLVQTKGTGASG------------------------SFKLNKKAASGEAKPKVKKTG-----------------------AAKAKKPAGAT--PNKP--------KKTAGAKKTVKKTPKKAKKPA----------------------------------------AAGVKKVAKSPKKAKAAAKPKKAA------------------------------------------KSPAKPKAVKFKASKPKVTKPKT-AKPKAAKAK-------KAVS--------------------------------------   220
  121909|Oryctolagus_cuniculus ----------------SEAPA-------------------------------ETAAPAPAEKSPAKKKKAAKKPGAGAAKRKAA---------------------------GPPVSELITKAVAASKERNGLSLAALK-KALAAGGYD--VEKNNS---RIKLGLKSLVSKGTLVETKGTGASG------------------------SFKLDKKAASGEAKPKPKKAG-----------------------AAKPKKPAGAT--PKKP--------KKAAGAKKAVKKTPKKAPKPK----------------------------------------AAAKPKVAK-PK------SPAKVA------------------------------------------KSPKKAKAVKPKAAKPKAPKPKA-AKAKKTAAK-------KKK---------------------------------------   213
      62441|Anas_platyrhynchos --------------MSETAPV------------------------------AAPAVSAPGAKAAGKKP---KKAAGGSKARKPA---------------------------GPSVTELITKAVAASKERKGLSLAALK-KALAAGGYD--VEKNNS---RIKLGLKSLVGKGTLVQTKGTGASG------------------------SFKLNKKPGETKEKATKKK-P-----------------------AAKPKKP--AAKKPASA--------AKKPKKAAAVKKSPKKAKKPA----------------------------------------AAATKKAAKSPKKAAKAGRPKKAA------------------------------------------KSPAKAKAVKPKAAKPKAAKPKA-AKAKKAAPK-------KK----------------------------------------   218
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      283024|Triticum_aestivum -----------------MSTDVAAADIPVPQVEVAADAAVDT------------PAANAKAPKAPKGAKAKKST-APKKPRV--------------------------TPAHPSYAEMVSEAIAALKERSGSSTIAIGKFIEDKHEA----HLPANFRKILLTQIKKLVAAGKLTKVKGSYKLA------------------------KAPAAVK--PKTATKKKP--AAKPKA-------------------KAPAKKTAAKSP-----------AKK-AAAKPKAKAPAKA--------------------------------------------KAVAKPKAAAK--KAPKPK---------------------------AKAAAKKGA------GAATPKKP-AARKPPTKAATP-VKKAA-RKKPAAK---------KAKK----------------------------------------   236
     7439660|Triticum_aestivum -----------------MSTDAAAADIPVPQVEATADPVAETTAAA-AGDAKPAKATKAKAAKTPKAPKAKKPS-APRKPKA--------------------------TPAHPTYAEMVSEAITALKERGGSSTVAIGKFIEDKHKA----HLPANFRKIMLTQIKKLVAAGKLTKVKASYKLA------------------------KAPAAPKK-PKTKAPAKK--KPAAKK--------------------APAKKPAAKSP-----------AKKKAAAKPKAKAPAKTKAAAKPKAAAKPKAAAKTKA-------------------PAKTTKAAAKPKPAAKAKAPAKPRG---------------------RPAKAAKTSAKDAPGKKAPAAAATPKKA-APRKPPTKRSAP-VKKATPAKKAPAK---------KAKK----------------------------------------   288
     7439656|Triticum_aestivum -----------------MSTDAAAADIPVPQVEATADPVVETTADAPAGDAKATKATKAK-AKAAKTPKAKKPS-APRKPKA--------------------------TPAHPTYAEMVTEAIAALKERNGSSTVAIAKYIEDKHKA----HLPANFRKFMLTQIKKLVAAGKLTKVKASYKLT------------------------KAPAAPKK-PKTKAPAKK--KPAAKK-------------------KAPAKKPAAKSP-----------AKKKPAAKPKAKAPAKT-----TKAAAKPKAAAKAKA-------------------PAKTTKAAAKPKPAAKTKAPAKPRG---------------------RPRKAAKTSAKDAPGKKAPAAASTPKKA-APRKPPTKRSAP-VKKATPAKKAPAK---------KAKK----------------------------------------   284
         34897182|Oryza_sativa -----------------MATDVAATEPEVAAEEAAAAAPETT-----------ATAGDS---KPAKEAKAKKAA-APRKARS--------------------------TATHPPYAEMISEAIATLKERTGSSQYAIGKFLEDKHKD----HLPSNFRKQLLVQIKKLVAAGKLTKVKNSYKLPPTRA------------PAAAKPKAKPAAAAKPKPKPKAAAKPKAAAKPKA-------------------KAPAKSKAAAKPKAAA----KPAAKPKAAAKPKSPAKPAAKPK----------------------------------------AAPKAKAKPAAKPKAKAAPKPKAAAVTKTKATSAPA-----RRPAKAAKTSAKDTPSKKA--APAAKKPAAAAKKAPAKKAAPAKKAAAPARKVPAR---------KAKK----------------------------------------   293
                22321|Zea_mays -----------------MATDVTETPAPLVDAAPEAPADAPA-----------APAAD------ANAAKAKKAT-AP-KKRA--------------------------SPTHLPYAEMVSEAITSLKERTGSSSYAIAKFVEDKHKA----KLPPNFRKLLNVQLKKLVAGGKLTKVKNSYKLS-----------------SATKPNPKPKAAPK-KPK-TGAKKPKAAAKPKA-------------------KTPAKAKPATKP--------KPAAKPKAVVKPKTPAKPKAKP------------------------------------------AAKAKPKTAG-----AKPKPLAKKAGR----------------AKAAKTSAKDTP----------------GKKAPAKKAAPSKKAATPVRKAPSR---------KAKK----------------------------------------   246
 15281588|Fritillaria_liliacea --------------------------------PAFAPVPVARD----------EPAAKP---AKAKAPKEKKAS----VAKK--------------------------PALHPTYLEMISEAIASLKERTGSSQYAIAKFVEDKHKS----HLPANFKKLLLVQLRKLTAAGKLTKVKNSYKIS-------------------------AKPTP-----AAKPKS--AAVKPK--------------------STASKLKSAAK------------KVKKAAVKPKPKSAAVKPKAP----------------------------------------AVNMKSKPAALKPNTVTKS----------------------------KTVALKGK---------TAGRPAKAAKTSVKAAPG--KKAAPVALKKAK-----------------------------------------------------   211
 15281598|Fritillaria_liliacea --------------------------------PAFAPVPVARD----------EPAAKP---AKAKAPKEKKAS----VAKK--------------------------PALHPTYLEMISEAIASLKERTGSSQYAIAKFVEDKHKS----HLPANFKKLLLVQLRKLTAAGKLTKVKNSYKIS-------------------------AKPTP-----AAKPKS--AAVKPK--------------------STXSKLKSAAK------------KVKKAAVKPKPKSAAVKPKAP----------------------------------------AVNMKSKPAALKPNTVTKS----------------------------KTVALKGK---------TAGRPAKAAKTSVKAAPG--KKAAPVALKKAK-----------------------------------------------------   211
  2641211|Fritillaria_agrestis -----------------------MSAAVAIETPAFAPVPVARD----------EPVAKPGKVTKAKAPKEKKAS----VAKK--------------------------PALHPTYLEMISEAIASLKERTGSSQYAIAKFVEDKHKS----HLPANFKKLLLVQLQKLTAAGKLTKVKNSYKIS-------------------------AKPTP-----AAKPKS--AAVKPK--------------------SAATKLKSAAK------------KVKKAAVKPKPKSAAVKPKAP----------------------------------------AVNMKSKPAALKPNTVTKS----------------------------KTVALKGK---------TAGRPAKAAKTSVKAAPG--KKAAPVALKKAKAGKKVTTPKKAKK----------------------------------------   236
 15281580|Fritillaria_liliacea --------------------------------PAFAPVPVARD----------EPVAKPAKVTKAKAPKEKKAS----IAKK--------------------------PALHPTYLEMISGAIASLKERTGSSQYAIAKFVEDKHKS----HLPANFKKLLLVQLRKLTAAGKLTKVKTSYKIS-------------------------AKPTA-----AVKPRS--AAVKPK--------------------SAVAKLKSAAK------------KVKKAAVKPKPKSAAVKPKAP----------------------------------------AVKPKSKPAALKPNTVTKS----------------------------KTVALKGK---------TAGRPAKAAKTSVKAAPG--KKAAPVALKKAK-----------------------------------------------------   214
 15281582|Fritillaria_liliacea --------------------------------PAFAPVPVARD----------EPVAKPAKVTKAKAPKEKKAS----IAKK--------------------------PALHPTYLEMISEAIASLKERTGSSQYAIAKFVEDKHKS----HLPANFKKLLLVQLRKLTAAGKLTKVKNSYKIS-------------------------AKPTA-----AVKPRS--AAVKPK--------------------SAVAKLKSAAK------------KVKKAAVKPKPKSAAVKPKAP----------------------------------------AVKPKSKPAALKPNTVTKS----------------------------KTVALKGK---------TAGRPAKAAKTSVKAAPG--KKAAPVALKKAK-----------------------------------------------------   214
             18463959|Zea_mays ----------------MSTEEAVVAEVPVTEVPAEVPAAQVAE----------APKAKKAP-KEKKAPKEKKLS----AAKK--------------------------PAAHPPYAEMIVEAIAALKERKGSSSVAISKYVEGKHGG----KLPTNFRKQLTVQLKKLAAAGKLTRVKNSFKLP-------------------------ATDAKP---KAAKPKAPKAAPKPKP-------------------SPKAKAKTASKP-----------KAASPKPKAKAKAKPVAPAAA----------------------------------------SPKPRGRPPKVAKTSAKASP---------------------------AKAAKKAA---------APAKKGKAAAAPKKVATP--KKAAAAAAPARKG-----VARKAKK----------------------------------------   244
         21465097|Pisum_fulvum ----------------SEEPTTVAVEQPIVEEPEAVDTLPPVVN---------ESEEPTAKPKKAPKEPKAKKAPAKPR-------------------------------THPTYEEMVKEAIVALKERNGSSQYAIAKFIEEKHK-----QLPSNFKKLLLVQIKKLVASGKLVKVKASYKLPAKS----------SAAKPAKKP-AAAKSKAKPKAKAATKSKAKPAAKAKP---AAKAKPAAKAKPAAKAKPAAKAKPAAKAK------PAAKPVKTAAAKPAAKAKPAAKPKA----------------------------------------AAKAKPAAKAKPAAKAKPA---------------------AKPAKAARTSTRTSPAAAAAAPKPAAKKAAPVKKTPVKAAAKAKTAKSPAKKAAAKRGKK-------------------------------------------------   295
        21465095|Pisum_sativum ----------------SEEPTTVAVEQPIVEEPEAVDTLPPVVN---------ESEEPTAKPKKAPKEPKAKKAPAKPR-------------------------------THPTYEEMVKEAIVALKERNGSSQYAIAKFIEEKHK-----QLPSNFKKLLLVQIKKLVASGKLVKVKASYKLPAKS----------SAAKPAKKP-AAAKSKAKPKAKAATKSKAKPAAKAKP---AAKAKPAAKAKPAAKAKPAAKAKPAAKAK------PAAKPVKTAAAKPAAKAKPAAKPKA----------------------------------------AAKAKPAAKAKPAAKAKPA---------------------AKPAKAARTSTRTSPAAAAAAPKPAAKKAAPVKKTPVKAAAKAKTAKSPAKKAAAKRGKK-------------------------------------------------   295
        13540391|Pisum_sativum ----------------SEEPTTVAVEQPIVEEPEAVDTLPPVVN---------ESEEPTAKPKKAPKEPKAKKAPAKPR-------------------------------THPTYEEMVKEAIVALKERNGSSQYAIAKFIEEKHK-----QLPSNFKKLLLVQIKKLVASGKLVKVKASYKLPAKS----------SAAKPAKKPAAAAKSKAKPKAKAATKSKAKPAAKAKP---AAKAKPAAKAKPAAKAKPAAKAKPAAKAK------PAAKPVKTAAAKPAAKAKPAAKPKA----------------------------------------AAKAKPAAKAKPAAKAKPA---------------------AKPAKAARTSTRTSPAAAAAAPKPAVKKAAPVKKTPVKAAAKAKTAKSPAKKAAAKRGKK-------------------------------------------------   296
        13540393|Pisum_sativum ----------------SEEPTTVAVEQPIVEEPEAVDTLPPVVN---------ESEEPTAKPKKAPKETKAKKAPAKPR-------------------------------THPTYEEMVKEAIVALKERNGSSQYAIAKFIEEKHK-----QLPSNFKKLLLVQIKKLVASGKLVKVKASYKLPAKS----------SAAKPAKKPAAAAKSKAKPKAKAATKSKAKPAAKAKP---AAKAKPAAKAKPAAKAKPAAKAKPAAKAK------PAAKPVKTAAAKPAAKAKPAAKPKA----------------------------------------AAKAK------PAAKAKPA---------------------AKPAKAARTSTRTSPAAAAAAPKPAAKKAAPVKKTPVKAAAKAKTAKSPAKKAAAKRGKK-------------------------------------------------   290
        13540395|Pisum_sativum ----------------SEEPTTVAVEQPIVEEPEAVDTLPPVVN---------ESEEPTAKPKKAPKEPKAKKAPAKPR-------------------------------THPTYEEMVKEAIVALKERNGSSQYAIAKFIEEKHT-----QLPSNFKKLLLVQIKKLVASGKLVKVKASYKLPAKS----------SAAKPAKKP-AAAKSKAKPKAKAATKSKAKPAAKAKP---AAKAKPAAKAKPAAKAKPAAKAKPAAKAKPAAKAKPAAKPVKTAAAKPAAKAKPAAKPKA----------------------------------------AAKAKPAAKAKPAAKAKPA---------------------AKPAKAARTSTRTSPAAAAAAPKPAAKKAAPVKKTPVKAAAKAKTAKSPAKKAAAKRGKK-------------------------------------------------   301
       13540405|Lens_culinaris ----------------SEEPTTVAVEQPIAEEQAAVDTLPPVVN---------ESEEPTAKPKKAAKEPKAKKAPAKPR-------------------------------THPTYEEMVKDAIVSLKEKNGSSQYAIAKFIEEKQK-----QLPSNFKKLLLVQIKKLVASGKLVKVKASYKLPAKS----------SAPKPAKKP-AASKPKAKPKAKPAAKSKAKPAAKAKP---AAKAKPAAKAKPAAKAKPAAKAKPAAKAKP------AAKTAAVAKAKPAAKAKPAAKAKP----------------------------------------AAKAKPAAKAKPAAKAKPA---------------------AKPAKAARTSTRTSPGTRAAAPKPAAKKAAPAKKAPVKAAA--KTAKSPAKKAAAKRGKK-------------------------------------------------   293
       13540401|Lens_culinaris ----------------SEEPTTVAVEQPIVEEQAAVDTLPPVVN---------ESEEPTAKPKKAAKEPKAKKAPAKPR-------------------------------THPTYEEMVKDAIVSLKEKNGSSQYAIAKFIEEKQK-----QLPSNFKKLLLVQIKKLVASGKLVKVKASYKLPAKS----------SAPKPAKKP-AASKPKAKPKAKPAAKSKAKPAAKAKP---AAKAKPAAKAKPAAKAKPAAKAKPAAKAK------------------PAAKAKPAAKAKP----------------------------------------AAKAKPAAKAKPAAKAKPA---------------------AKPAKAARTSTRTSPGTRAAAPKPAAKKAAPAKKAPVKAAA--KTAKSPAKKAAAKRGKK-------------------------------------------------   281
       13540403|Lens_culinaris ----------------SEEPTTVAVEQPIVEEQAAVDTLPPVVN---------ESEEPTAKPKKAAKEPKAKKAPAKPR-------------------------------THPTYEEMVKDAIVSLKEKNGSSQYAIAKFIEEKQK-----QLPSNFKKLLLVQIKKLVASGKLVKVKASYKLPAKS----------SAPKPAKKP-AASKPKAKPKAKPAAKSKAKPAAKAKP---AAKAKPAAKAKPAAKAKPAAKSMPAAKAKP------AAKTAAVAKAKPAAKAKPAAKAKP----------------------------------------AAKAKPAAKAKPAAKAKPA---------------------AKPAKAARTSTRTSPGTRAAAPKPAAKKAAPAKKAPVKAAA--KTAKSPAKKAAAKRGKK-------------------------------------------------   293
       30420974|Lens_nigricans ----------------SEEPTTVAVEQPIVEEQAAVDTLPPVVN---------ESEEPTAKPKKAAKEPKAKKAPAKPR-------------------------------THPTYEEMVKDAIVSLKEKNGSSQYAIAKFIEEKQK-----QLPSNFKKLLLVQIKKLVASGKLVKVKASYKLPAKS----------SAPKPDKKP-AASKSKAKPKAKPAAKLKAKPAAKAKP---VAKAKPVAKAKPAVKAKPAAKAKPAAKAKP------AAKTAAVAKVKPAAKAKPAAKAKP----------------------------------------AAKAKPAAKAKPAAKAKLA---------------------AKPAKAARTSTRTSPGTRAAAPKPAAKKAAPAKKAPVKAAA--KTAKSPAKKAAAKRGKK-------------------------------------------------   293
629668|Lycopersicon_esculentum --------------MATEEP---VIVNEVVEEQAAPETVKDEAN-------------PPAKSGKAKKETKAKKPAAPRKRSA--------------------------TPTHPPYFEMIKDAIVTLKERTGSSQHAITKFIEEKQK-----SLPSNFKKLLLTQLKKFVASEKLVKVKNSYKLPSGSK-------PAAAAVPAKKKPAAAKSKPAAKPKAAVKPKAKPAAKAKP---AAKAKPAAKAKPAAKAKPAAKAKPAAKAK----------PVAKAKPKAAAAAKPKAAVKPK---------------------------------------AAPAKTKAAVKPNLKAK-----------------------TTTAKVAKTATRTTPSRKAAP------KATPAKKEPVKKAP-AKNVKSPAKKATPKRGRK-------------------------------------------------   287
      2623960|Apium_graveolens ----------------MAAVEDPIVPMEGVEEEVPVTVTEAPEE---------AAPPAEDPAPKKGKELKPKKAAAPRKPRS--------------------------APAHPPYLEMITDAITSLKERTGSSQQAIQKFLEAKHK-----DLPAVFRKMLSNNLKKLVAAGKLVKVKASYKLPSAKSSAPAKKKPAAAPAKKKAAAAPAKKKTAAAPKKKAAAAPKKKA------------PVAKAKPAAKPKAKAVVKPKAKAA------------VKPKAKP--AAKPAAKAKP------------------------------------------AAKAKPAAKPKAKAKPAKVARTSTRTTPGKKAP-----AKPAAAPVKKATPVKKATATP-------VKKAAPVKKAAPAKGKSVKTPVKRTSARKAGKK------------------------------------------------   302
         2118974|Pisum_sativum ----------------MS------------------TVAQT----------------------------KPKKTAAAKKP-----------------------------LSHPTFAEMITEAITSLKERTGSSQYAITKFIEEKHK-----DLPPTYRKLVLLHLKKSVASGKLVRVKSSFKL------------------------APAAAKTAPAKTSAATKAP-----------------------------KAVTKPSAKTV------------TKPKAKA--AGS---RSQS------------------------------------------CGKAEAVAKPKAKS--------------------------------VKATPVKKAVAKK-------VVKKAKSVKSPAKKVKSVKTPVKK--AKK----------------------------------------------------   185
 14532870|Arabidopsis_thaliana ---------------MSIEEENVPTTVDSGAADTTVKSPEKKPA---------AKGGKSKKTTTAKATKKPVKAAAPTKKKT--------------------------TSSHPTYEEMIKDAIVTLKERTGSSQYAIQKFIEEKHK-----SLPPTFRKLLLVNLKRLVASEKLVKVKASFKIP------------------------SARSAATPKPAAPVKKKATVVAKPKGKVAAAVAPAKAKAAAKGTKKPAAKVVAKAKVT------------AKPKAKV-TAAKPKSKSVA------------------------------------------AVSKTKAVAAKPKAK-----------------------ERPAKASRTSTRTSPGKKVAA-------PAKKVAVTKKAPAKSVKVKSPAKRASTRKAKK-------------------------------------------------   273
              37951219|Malus_x ----------------ATEEATVVVVTET--VENPPPEPATTET---------AAEKPPAKTGKAKEPK-AKKAPAPRKPRS--------------------------APAHPPYEEMVKDAIVTLKERTGSSQYAITKFIEDKQK-----QLPPNFKKLLLFHLKKLVSSNKIVKVKNSFKLP------------------------PVRSS-VPKPASPVKK----------------------------KKPAAA------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   146
       6752901|Euphorbia_esula -------------------------MADTPVSAPVVPEVTERKS---------KRGTKAAAVKVPKEKKKVIAAKKP-KSKG--------------------------TSSHPSFFEMISDAISTLKERTGSSQYAINKFVEDKHK-----QLPSNFRKLLLFHLKKLVASGKLVKVKNSFKLP------------------------SARAAPAPALAKKPTIP---------------------------KPKVAAKPKTAKIG------------AKPKAKAKVAAKTKATTKT------------------------------------------VAKKIPAAKPKAKTA-----------------------GKPKTVAAKPAKVAKTAAVAS-------PGKKKAVPVK---KVKTVKSPAGKRTRK-----------------------------------------------------   229
     414525|Lilium_longiflorum ----------------MIREAISTLKERGGSSQIAIAKFMKDKY----------QLPANFKKLLLGQLRKCADSGKIIKVKG--------------------------SFKLPSAADKAATAAAATTKTKTKSAGAAKKKAKPAVTV----KSKLKFAAAAKTKAKSAAAASKTKGKPGATKQKTKP--------------------AASKSKTTAKPKAKTAAKAKPAAPKGK-------------------AVAAKAKPAAKAK-----------AAPAKPKPKPVAKVKATPAK-------------------------------------------PKPKPVAKAKATPAKP--------------------------KPATKAKAAPAKPAAP---KPRPPPKVRAPPASSSTRTAKAAKTAATDTPAKKAA-------------------------------------------------   259
    23506611|Nicotiana_tabacum ---------------MSATGKVESSAVEQPPA--KAPKAEDQPP----------ATKKSVKEKKPRAPREKKPK-SAK------------------------------TVTHPPYFQMIKEALLALNEKGGSSPYAIAKYMEDKHKD----ELPANFRKILGLQLKNSAAKGKLMKIKASYKLS-------------------------VAGKK--------ERTT---------------------------ASTK-KVPKADTK------------KKPRSTRSTTATAKKTEVA-------------------------------------------KKAKPTQKPKKVGAKK--------------------------IRKSTPAKAK------------QPKSIKSPAAKR------AKKVAA----------------------------------------------------------   206
    27529850|Nicotiana_tabacum ---------------MSRNWKSGDSAVEQPPA--KAPKAEDQPP----------ATKKSVKEKKPRAPREKKPK-SAK------------------------------TVTHPPYFQMIKEALLALNEKGGSSPYAIAKYMEDKHKD----ELPANFRKILGLQLKNSAAKGKLMKIKASYKLS-------------------------VAGKK--------ERTT---------------------------ASTK-KVPKADTK------------KKPRSTRSTTATAKKTEVT-------------------------------------------KKAKPTQKPKKVGAKK--------------------------IRKSTPAKAK------------QPKSIKSPAAKR------AKKVAA----------------------------------------------------------   206
     5726575|Nicotiana_tabacum ---------------MSATGEVENPAVEQPPA--EAPTAENQPP----------ATKKSVKEKKPRAPREKKPK-SAK------------------------------TVTHPPYFQMIKEALLALNEKGGSSPYAIAKYTEDKHKD----ELPANFRKILGLQLKNSAAKGKLMKIKASYKLS-------------------------EAGKK--------ERIT---------------------------ASTK-KVPKADSK------------KKPRSTRSATATAKKTEVP-------------------------------------------KKAKLTQKPKKVGAKK--------------------------AKKSAPAKAK------------QPKSIKSPAAKR------AKKVAA----------------------------------------------------------   206
       30024108|Pinus_pinaster ---------------MASTDPPADTVPAEPVANEDVKAAEEKP-------------VKAPKEKKVKTPKEKKPK-AAKGSKP--------------------------PPAHPPYFQMISEAIVALKERGGSSPYAIAKFLSEKYKS----DLPPVFKKKLNVQLRNLTNSGKLTKVKGSYKLA-------------------------EKEKKADAPKPKTEKKP---------------------------AAKKPKAPAAKAP------------AKAPSKASKPAAPKKAEKP-------------------------------------------VAPKKAAAPKKAAKPA--------------------------APKAAAPKAK------------KPAAAAKPAAPKRSSTRTAAKPAAPKAAKKPTPKKAGGAAKKAKK-------------------------------------   245
  1808590|Arabidopsis_thaliana ---------------------------------------------------------------MAFDLHHGSASDTHSSELP--------------------------SFSLPPYPQMIMEAIESLNDKNGCNKTTIAKHIEST-----QQTLPPSHTTLLSYHLNQMKKTGQLIMVKNNYMKP-------------------------DPDAPPK-------------------------------------RGRGRPPKQKTQAE---------SDAAAAAVVAATVVSTDPPRSR------------------------------------------GRPPKPKDPSEPPQEK----------------------VITGSGRPRGRPPKRPRTDSETVAAPEP---AAQAT--GERRGRGRPPKVKPTVVAPVGC------------------------------------------------   204
 28466927|Arabidopsis_thaliana ---------------------------------------------------------------MAFDLHHGSASDTHSSELP--------------------------SFSLPPYPQMIMEAIESLNDKNGCNKTTIAKHIEST-----QQTLPPSHMTLLSYHLNQMKKTGQLIMVKNNYMKP-------------------------DPDAPPK-------------------------------------RGRGRPPKQKTQAE---------SDAAAAAVVAATVVSTDPPRSR------------------------------------------GRPPKPKDPSEPPQEK----------------------VITGSGRPRGRPPKRPRTDSETVAAPEP---AAQAT--GERRGRGRPPKVKPTVVAPVGC------------------------------------------------   204
47027043|Hyacinthus_orientalis -------------------------------------------------------------------------------KPP-----------------------------LPSYSEMIMGAIEALDEKAGSNKSAISKYIESKY----AEQLPEAHSSLLTAHLARMKESGEILMVKNNYMKP-------------------------GPEATPK-------------------------------------RGRGRPPKPKTP------------------LLAGSVSPS--PRPR------------------------------------------GRPPKPKDPLAAAVAK----------------------AASGMPRQRGRPPKKARVGGGEDIPPTPPSVAAPAAPPGIKRGRGRPPKVKP-PFADVGFA-----------------------------------------------   180
         26342547|Mus_musculus --------------------------------------------------------------------------------MV--------------------------KLANPLYTEWILEAVQKIKKQKQRPSEERICHAVSTSHGLDKKTVSEQLELSVQDGSVLKVTNKGLASYKDPDNPG-------------------------RFSSVKPGTFPKPTKGSKGPPCNDL-------------------RNVDWNKLLKRAIE---------GLEEPN-GSSLKNIEKYLRSQ---------------------------------------------SDLTGTTNHPAFQQ----------------------RLRLGAKRAVNNGRLLKEGPQYRVNSGSSDGKGAPQYPSAFPSSLPPVSLLPHEKDQVSEPGGIDALEILLFYLSLPLRRAQPVGPNPFGKHLSPQIVTLQFITVAKL   259
         37359922|Mus_musculus ----------------------------------------------------------------------------------------------------------------------------------------------------------EQLELSVQDGSVLKVTNKGLASYKDPDNPG-------------------------RFSSVKPGTFPKPTKGSKGPPCNDL-------------------RNVDWNKLLKRAIE---------GLEEPN-GSSLKNIEKYLRSQ---------------------------------------------SDLTGTTNHPAFQQ----------------------RLRLGAKRAVNNGRLLKEGPQYRVNSGSSDGKGAPQYPSAFPSSLPPVSLLPHEKDQVSEPGGIDALEILLFYLSLPLRRAQPVGPNPFGKHLSPQIVTLQFITVAKL   211
      55634003|Pan_troglodytes --------------------------------------------------------------------------------MV--------------------------KLANPLYTEWILEAIQKIKKQKQRPSEERICHAVSTSHGLDKKTVSEQLELSVQDGSVLKVTNKGLASYKDPDNPG-------------------------RFSSVKPGTFPKSAKGSRGS-CNDL-------------------RNVDWNKLLRRAIE---------GLEEPN-GSSLKNIEKYLRSQ---------------------------------------------SDLTSTTNNPAFQQ----------------------RLRLGAKRAVNNGRLLKDGPQYRVNYGSLDGKGAPQYPSAFPSSLPPVSLLPHEKDQVSEG--------VMFVHS----------------HYCP-FVFYSFT-----   228
      55630610|Pan_troglodytes --------------------------------------------------------------------------------MV--------------------------KLANPLYTEWILEAIKKVKKQKQRPSEERICNAVSSSHGLDRKTVLEQLELSVKDGTILKVSNKGLNSYKDPDNPG-------------------------RIALPKPRNHGK---------LDNK-------------------QNVDWNKLIKRAVE---------GLAESG-GSTLKSIERFLKGQK------------------------------------------DVSALFGGSAASGFHQ----------------------QLRLAIKRAIGHGRLLKDGPLYRLNTKATNVDGKESCES--LSCLPPVSLLPHEKDKVRMAYASGFIELMIQDATNSHFWEVIFKFFVWGLLWSDHLWFFIGEL----   247
 15221760|Arabidopsis_thaliana ------------------------------------------------------------------------------------------------------------MSNDARYDAMVFEAVSTINDENGSNLKEILRFIEG------QHEVPQNFKKLLSYSLGILVSQDKLKKVRNRYKIS-------------------------VTKAIKP--------------TLTL-------------------RPKDSTKPPELPNW---------YEEQQDFRMFLSECLIILVSQG------------------------------------------KLEKVLDRYKISELEN----------------------KVLEVAPEVV-AMKLAESDNKRLIAAEAVEEEERMHKLVEESHTMLQLCLEIHQQCALGQEVVLL-------------------------------------------   197
 51971030|Arabidopsis_thaliana ------------------------------------------------------------------------------------------------------------MSNDARYDAMVFEAVSTINDENGSNLKEILRFIEG------QHEVPQNFKKLLSYSLGILVSQDKLKKVRNRYKIS-------------------------VTKAIKP--------------TLTL-------------------RPKDSTKPPELP-----------------------STSVILTSK-------------------------------------------------ETHEIDPAAN----------------------REAEG------MNELAKENNVILLLLITCCSSNLQYHSNKRYDPLWLINFKTGTRSNKTLGCF---------------------------------------------   169
17558328|Caenorhabditis_elegan ---------------------------------------------------MTTSLIHMANHLDASTEEISLNYVLLGHPHHER------------------------AQHHPSYMDMIKGAIQAIDNGTGSSKAAILKYIAQNYHVG---ENLPKVNNHLRSVLKKAVDSGDIEQTRGHGATG------------------------SFRMGKECEKNLQVGIPVQTKPMLML------------------KEVRQKLENISKAEKTKP-----STSSMSTNKKGKPISTMKKRG------------------------------------------VMSKKRSSKNKMAPKAKSHGLKKKGP-----------------------------------------ATKSSGLVHKAAGAKNEAAPTTKMELRTGTRKSYC----------------------------------------------   232
47229678|Tetraodon_nigroviridi -------------------------------------------------------MPPKKPAADSAKEDKPDALAVRRLHAR----------------------------PHPSTAIMVKEALKALDSRKGASSQAIQNYIKLKYPTVDAVRLKHLVRGALKKGIESGALVRPANSTITTGATG------------------------RFRVTRQSWP------------------------------------------------------------FLSWMSGGGGGSSQL-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   126
         33591073|Homo_sapiens -------------------------------------------------------MLHASTIWHLRSTPPRRKQWGHCDPHR--------------------------ILVASEVTTEITSPTPAPRAQVCGGQPWVTVLDPLSGHTGREAERHFATVSISAVELKYCHGWRPAGQRVPSKTAT------------------------GQRTCAKPCQKPSTSKVILRAVADKG------------------TCKYVSLATLKKAVSTTG---YDMARNAYHFKRVLKGLVDKGSAG---------------------------------------SFTLGKKQASKSKLKVKRQRQQRWRSGQ-----------------------------------------RPFGQHRSLLGSKQGHKRLIKGVRRVAKCHCN-------------------------------------------------   231
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